Display features count imported from processing external
software (NEG mode)
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Aperture of putative chemical space selected for feature
annotation (NEG mode)



Annotation level 3to 5

Other: 210

Level3b=Denovo: 15769

Level3b=InSilico-AlIDB: 38996




Annotation level 1 to 3a

Other: 3

Level3a=InSilico-*Chlorophyta*: 22

Level3a=InSilico-*Cyanobacteriota*: 28

Level2a=MSMSmatch: 117

Level2b=MSMSmatch: 103



Display filtration results (NEG mode)

MS/MS links count Features count
400 371 2500 2450 2450
1= =
2000
3 300 3
(@] (@]
(&) o 1500
9 200 2
o & 1000
>3 >
o 100 3}
o 3 500
8 36 36 8
0 | 0
MS/MS links Features
MS/MS links Features

@ aw MS/MSlinks () Feature filtered MS/V ¢ 1/3 }

Annotation priorization results (NEG mode)
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Annotation Level-Raw

Other: 481

Level3b=Denovo: 15269

Level3b=InSilico-AlIDB: 37904




Annotation Level-final

Other: 119
Level3b=Denovo: 88

Level2a=MSMSmatch: 117

Level5=Unknown: 137

Level3b=InSilico-AllIDB: 1989



Tanimoto/cosine differences
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Sunburst Chart
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Annotation Level

Other: 1.06%

Level3a=InSilico-*Cyanobacteriota*: 1.10%
Level2b=MSMSmatch: 2.66%
Level3b=Denovo: 3.59%
Level2a=MSMSmatch: 4.78%
Level5=Unknown: 5.60%

Level3b=InSilico-AlIDB: 81.21%



