Display features count imported from processing external
software (NEG mode)
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Aperture of putative chemical space selected for feature
annotation (NEG mode)



Annotation level 3to 5

Other: 579

Level3b=Denovo: 31417

Level3b=InSilico-AlIDB: 118050



Annotation level 1 to 3a

Level1=MSMSmatch: 4

Level2a=MSMSmatch: 29

Level2b=MSMSmatch: 75




Display filtration results (NEG mode)
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Annotation priorization results (NEG mode)
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Annotation Level-Raw

Other: 687

Level3b=Denovo: 31062

Level3b=InSilico-AlIDB: 116803



Annotation Level-final

Other: 71

Level5=Unknown: 510

Level3b=Denovo: 1281

Level3b=InSilico-AllIDB: 7663



Tanimoto/cosine differences
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Annotation Level

Other: 0.75%
Level5=Unknown: 5.78%

Level3b=Denovo: 14.38%

Level3b=InSilico-AllIDB: 79.09%



