Table S3 Parameters related to gene duplication and evolution of HMA genes in lentil
	Gene name
	Gene name
	Ka
	Ks
	Ka/Ks
	T (MYA)
	Duplication
	Type of mutation/evolution

	LcuHMA1
	LcuHMA2
	1.497
	1.611
	0.929
	121.128
	TM
	Negative or purifying

	LcuHMA3
	LcuHMA4
	0.963
	1.853
	0.52
	139.323
	SD
	Negative or purifying

	LcuHMA1
	LcuHMA5
	1.54
	1.892
	0.814
	142.256
	SD
	Negative or purifying

	LcuHMA2
	LcuHMA5
	0.569
	2.098
	0.271
	157.744
	SD
	Negative or purifying

	LcuHMA3
	LcuHMA5
	0.905
	1.999
	0.453
	150.301
	SD
	Negative or purifying

	LcuHMA4
	LcuHMA5
	0.873
	2.074
	0.421
	155.94
	SD
	Negative or purifying

	LcuHMA1
	LcuHMA6
	0.702
	0.847
	0.829
	63.684
	SD
	Negative or purifying

	LcuHMA2
	LcuHMA6
	0.875
	2.254
	0.388
	169.474
	SD
	Negative or purifying

	LcuHMA5
	LcuHMA6
	0.885
	1.991
	0.445
	149.699
	TM
	Negative or purifying

	LcuHMA3
	LcuHMA7
	0.849
	1.803
	0.471
	135.564
	SD
	Negative or purifying

	LcuHMA4
	LcuHMA7
	0.826
	2.105
	0.392
	158.271
	SD
	Negative or purifying

	LcuHMA5
	LcuHMA7
	0.576
	2.145
	0.268
	161.278
	SD
	Negative or purifying

	LcuHMA6
	LcuHMA7
	0.847
	2.804
	0.302
	210.827
	SD
	Negative or purifying

	LcuHMA3
	LcuHMA8
	0.932
	1.752
	0.532
	131.729
	SD
	Negative or purifying

	LcuHMA4
	LcuHMA8
	0.885
	2.898
	0.305
	217.895
	SD
	Negative or purifying

	LcuHMA5
	LcuHMA8
	0.452
	1.518
	0.298
	114.135
	SD
	Negative or purifying

	LcuHMA6
	LcuHMA8
	0.87
	3.081
	0.282
	231.654
	SD
	Negative or purifying

	LcuHMA7
	LcuHMA8
	0.534
	2.01
	0.266
	151.128
	SD
	Negative or purifying

	LcuHMA3
	LcuHMA9
	0.908
	1.711
	0.531
	128.647
	SD
	Negative or purifying

	LcuHMA4
	LcuHMA9
	0.854
	2.839
	0.301
	213.459
	SD
	Negative or purifying

	LcuHMA5
	LcuHMA9
	0.437
	2.489
	0.176
	187.143
	SD
	Negative or purifying

	LcuHMA6
	LcuHMA9
	0.883
	2.246
	0.393
	168.872
	SD
	Negative or purifying

	LcuHMA7
	LcuHMA9
	0.521
	2.012
	0.259
	151.278
	SD
	Negative or purifying

	LcuHMA8
	LcuHMA9
	0.222
	1.346
	0.165
	101.203
	TM
	Negative or purifying

	LcuHMA3
	LcuHMA10
	0.86
	1.953
	0.44
	146.842
	SD
	Negative or purifying

	LcuHMA4
	LcuHMA10
	0.848
	2.409
	0.352
	181.128
	SD
	Negative or purifying

	LcuHMA5
	LcuHMA10
	0.175
	0.65
	0.27
	48.872
	SD
	Negative or purifying

	LcuHMA6
	LcuHMA10
	0.887
	2.117
	0.419
	159.173
	SD
	Negative or purifying

	LcuHMA7
	LcuHMA10
	0.533
	1.878
	0.284
	141.203
	SD
	Negative or purifying

	LcuHMA8
	LcuHMA10
	0.417
	2.272
	0.184
	170.827
	SD
	Negative or purifying

	LcuHMA9
	LcuHMA10
	0.398
	2.708
	0.147
	203.609
	SD
	Negative or purifying

	LcuHMA1
	LcuHMA11
	1.21
	1.434
	0.843
	107.82
	SD
	Negative or purifying

	LcuHMA2
	LcuHMA11
	0.917
	2.576
	0.356
	193.684
	SD
	Negative or purifying

	LcuHMA3
	LcuHMA11
	0.344
	2.478
	0.139
	186.316
	SD
	Negative or purifying

	LcuHMA4
	LcuHMA11
	0.919
	2.119
	0.433
	159.323
	SD
	Negative or purifying

	LcuHMA5
	LcuHMA11
	0.884
	2.092
	0.423
	157.293
	SD
	Negative or purifying

	LcuHMA8
	LcuHMA11
	0.878
	2.673
	0.329
	200.977
	SD
	Negative or purifying

	LcuHMA9
	LcuHMA11
	0.887
	3.082
	0.288
	231.729
	SD
	Negative or purifying

	LcuHMA10
	LcuHMA11
	0.855
	1.964
	0.435
	147.669
	SD
	Negative or purifying

	LcuHMA1
	LcuHMA12
	0.903
	1.523
	0.593
	114.511
	SD
	Negative or purifying

	LcuHMA6
	LcuHMA12
	0.806
	1.144
	0.705
	86.015
	SD
	Negative or purifying

	LcuHMA9
	LcuHMA12
	1.291
	1.907
	0.677
	143.383
	SD
	Negative or purifying

	LcuHMA1
	LcuHMA13
	0.731
	1.226
	0.597
	92.18
	SD
	Negative or purifying

	LcuHMA2
	LcuHMA13
	1.522
	2.401
	0.634
	180.526
	SD
	Negative or purifying

	LcuHMA3
	LcuHMA13
	0.887
	1.973
	0.45
	148.346
	SD
	Negative or purifying

	LcuHMA6
	LcuHMA13
	0.582
	0.795
	0.732
	59.774
	SD
	Negative or purifying

	LcuHMA9
	LcuHMA13
	1.426
	1.946
	0.733
	146.316
	SD
	Negative or purifying

	LcuHMA10
	LcuHMA13
	1.417
	2.724
	0.52
	204.812
	SD
	Negative or purifying

	LcuHMA11
	LcuHMA13
	1.081
	2.918
	0.371
	219.398
	SD
	Negative or purifying

	LcuHMA12
	LcuHMA13
	0.089
	0.061
	1.451
	4.586
	SD
	Positive or diversifying



