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TABLE 3 | The C-indexes of nomograms for the prediction of CSS in the training cohort and validation cohort*.
	
	Training cohort
	Validation cohort

	[bookmark: _GoBack]Models
	C-index (95% CI)
	P
	C-index (95% CI)
	P

	Nomogram A
	0.768(0.691,0.838)
	Reference
	0.878(0.803,0.934)
	Reference

	Nomogram B
	0.530(0.493,0.578)
	< 0.001
	0.518(0.463,0.584)
	< 0.001

	Nomogram C
	0.635(0.546,0.728)
	0.028
	0.698(0.608,0.779)
	0.002

	Nomogram D
	0.641(0.552,0.740)
	0.042
	0.711(0.618,0.800)
	0.004


*Model discrimination was assessed using the Concordance Index (C-index), calculated from the Dxy statistic of the Cox proportional hazards models. Bootstrap resampling (n=1000) was employed to estimate 95% confidence intervals.
Nomogram A: including ECSCLN, ECSRLN, age, and pretreatment EBV-DNA; Nomogram B: only including T stage; Nomogram C: only including pretreatment EBV-DNA;Nomogram D: including T stage and pretreatment EBV-DNA.


