Supplementary data 
Table. S1 KEGG enrichment analysis of differential metabolites (CMWH-vs.-MOD)
	No.
	Pathway name
	Matched
	P
	-log(P)
	Holm P
	FDR
	Impact

	1 
	Pantothenate and CoA biosynthesis
	3/20
	0.0006
	3.2473
	0.0453
	0.0453
	0.0476

	2 
	Phenylalanine metabolism
	2/8
	0.0020
	2.7095
	0.1542
	0.0521
	0.1429

	3 
	Taurine and hypotaurine metabolism
	2/8
	0.0020
	2.7095
	0.1542
	0.0521
	0.4000

	4 
	Glycerophospholipid metabolism
	3/36
	0.0033
	2.4868
	0.2510
	0.0652
	0.0746

	5 
	Pyrimidine metabolism
	3/39
	0.0041
	2.3865
	0.3122
	0.0657
	0.0925

	6 
	beta-Alanine metabolism
	2/21
	0.0137
	1.8629
	1.0000
	0.1828
	0.3993

	7 
	Phenylalanine, tyrosine and tryptophan biosynthesis
	1/4
	0.0347
	1.4591
	1.0000
	0.3971
	0.5000

	8 
	Thiamine metabolism
	1/7
	0.0601
	1.2214
	1.0000
	0.6007
	0.0000

	9 
	Purine metabolism
	2/70
	0.1234
	0.9086
	1.0000
	1.0000
	0.0191

	10 
	Ubiquinone and other terpenoid-quinone biosynthesis
	1/19
	0.1553
	0.8088
	1.0000
	1.0000
	0.0000

	11 [bookmark: _Hlk203574262]
	Ether lipid metabolism
	1/20
	0.1628
	0.7883
	1.0000
	1.0000
	0.0000

	12 
	Propanoate metabolism
	1/22
	0.1777
	0.7504
	1.0000
	1.0000
	0.0000

	13 
	Pyruvate metabolism
	1/23
	0.1850
	0.7328
	1.0000
	1.0000
	0.0539

	14 
	One carbon pool by folate
	1/26
	0.2067
	0.6848
	1.0000
	1.0000
	0.0000

	15 
	Glutathione metabolism
	1/28
	0.2208
	0.6561
	1.0000
	1.0000
	0.0034

	16 
	Glycine, serine and threonine metabolism
	1/33
	0.2551
	0.5933
	1.0000
	1.0000
	0.0000

	17 
	Cysteine and methionine metabolism
	1/33
	0.2551
	0.5933
	1.0000
	1.0000
	0.0959

	18 
	Tyrosine metabolism
	1/42
	0.3133
	0.5040
	1.0000
	1.0000
	0.1397

	19 
	Steroid hormone biosynthesis
	1/87
	0.5462
	0.2627
	1.0000
	1.0000
	0.0001




Table. S2 Reversed differential metabolites of CMW
	No.
	Metabolite
	Formula
	RT（min）
	Calc. MW
	HMDB ID
	KEGG ID
	Change Teend

	
	
	
	
	
	
	
	MOD vs. SHAM
	CMWH vs. MOD

	1
	β-Alanine
	C3H7NO2
	1.08
	89.04653
	HMDB0000056
	C00099
	*
	**

	2
	Uridine
	C9H12N2O6
	1.40
	244.06969
	HMDB0000296
	C00299
	**
	**

	3
	Uracil
	C4H4N2O2
	1.37
	95.00095
	HMDB0000300
	C00106
	***
	***

	4
	trans-3-Indoleacrylic acid
	C11H9NO2
	5.82
	187.06323
	HMDB0000734
	-
	***
	**

	5
	tranexamic acid
	C8H15NO2
	6.56
	157.11032
	HMDB0014447
	C12535
	***
	*

	6
	Tetrahydrocorticosterone
	C21H34O4
	7.92
	367.27183
	HMDB0000268
	C05476
	*
	*

	7
	S-Lactoylglutathione
	C13H21N3O8S
	1.60
	379.10451
	HMDB0001066
	C03451
	***
	*

	8
	S-glutathionyl-L-cysteine
	C13H22N4O8S2
	1.07
	426.08831
	METPA0607
	C05526
	***
	**

	9
	Propionylcarnitine
	C10H19NO4
	1.99
	217.13139
	HMDB0000824
	C03017
	***
	**

	10
	PPADS
	C14H14N3O12PS2
	1.00
	510.9776
	-
	-
	***
	**

	11
	Phosphocholine
	C5H15NO4P
	9.04
	183.06589
	HMDB0001565
	C00588
	***
	**

	12
	Phenylacetaldehyde
	C8H8O
	1.51
	120.05776
	HMDB0006236
	C00601
	***
	**

	13
	N-Benzylformamide
	C8H9NO
	1.48
	135.06853
	HMDB0304423
	C15561
	***
	*

	14
	LysoPC(22:5(7Z,10Z,13Z,16Z,19Z))
	C30H52NO7P
	9.32
	569.34703
	HMDB0010403
	C04230
	***
	***

	15
	LysoPC(22:4(7Z,10Z,13Z,16Z))
	C30H54NO7P
	10.08
	571.36268
	HMDB0010401
	C04230
	*
	***

	16
	L-Tyrosine
	C9H11NO3
	1.50
	181.07384
	HMDB0000158
	C00082
	***
	*

	17
	Linamarin
	C10H17NO6
	1.23
	247.10532
	HMDB0033699
	C01594
	***
	**

	18
	Leucylproline
	C11H20N2O3
	5.87
	228.14726
	HMDB0011175
	-
	*
	*

	19
	Imazapyr
	C13H15N3O3
	5.94
	261.11132
	HMDB0253405
	C18864
	***
	*

	20
	Hypotaurine
	C2H7NO2S
	1.02
	109.02002
	HMDB0000965
	C00519
	**
	*

	21
	Guanosine
	C10H13N5O5
	1.53
	283.09155
	HMDB0000133
	C00387
	***
	*

	22
	Glycerophosphocholine
	C8H20NO6P
	1.02
	257.10259
	HMDB0000086
	C00670
	**
	**

	23
	Dethiobiotin
	C10H18N2O3
	1.52
	214.13152
	HMDB0003581
	C01909
	**
	***

	24
	D-Asparagine
	C4H8N2O3
	1.04
	132.05352
	HMDB0033780
	C01905
	***
	***

	25
	D-Arabinonate
	C5H10O6
	1.04
	166.04696
	HMDB0000539
	C00878
	*
	**

	26
	D-(+)-Tryptophan
	C11H12N2O2
	5.82
	204.08984
	HMDB0013609
	C00525
	***
	*

	27
	Coumarone
	C8H6O
	1.53
	118.04208
	HMDB0032929
	C14512
	***
	*

	28
	Coumarin
	C9H6O2
	1.53
	146.03673
	HMDB0001218
	C05851
	***
	**

	29
	Carbocysteine
	C5H9NO4S
	1.29
	179.02476
	HMDB0000574
	C00097
	***
	***

	30
	Butyryl-L-carnitine
	C11H21NO4
	4.83
	231.14687
	HMDB0002013
	C02862
	*
	*

	31
	Butabarbital
	C10H16N2O3
	1.53
	212.11592
	HMDB0014382
	C07827
	***
	**

	32
	Bisphenol S
	C12H10O4S
	1.00
	250.02945
	HMDB0240712
	C14216
	***
	**

	33
	Benzene
	C6H6
	3.17
	78.04713
	HMDB0001505
	C01407
	***
	***

	34
	Benzaldehyde
	C7H6O
	3.19
	106.04224
	HMDB0006115
	C00261
	***
	***

	35
	Anisole
	C7H8O
	1.47
	108.05802
	HMDB0033895
	C01403
	***
	**

	36
	Amide C18
	C18H37NO
	8.54
	283.28707
	HMDB0034146
	C13846
	*
	*

	37
	Adenine
	C5H5N5
	1.13
	135.05477
	HMDB0000034
	C00147
	*
	**

	38
	Acetyl-L-carnitine
	C9H17NO4
	1.35
	203.11564
	HMDB0000201
	C02571
	***
	*

	39
	4-Oxoproline
	C5H7NO3
	1.42
	129.04159
	HMDB0304793
	C01877
	**
	**

	40
	3-Hydroxymyristic Acid
	C14H28O3
	9.28
	244.20399
	HMDB0061656
	-
	***
	*

	41
	3-(3,4-dihydroxyphenyl)propanoic acid
	C9H10O4
	1.51
	164.0473
	HMDB0000423
	C10447
	***
	**

	42
	1-Naphthalenamine
	C10H9N
	5.76
	143.0735
	HMDB0243964
	C14790
	***
	***

	43
	1-Hexadecanoylpyrrolidine
	C20H39NO
	10.84
	309.30258
	HMDB0032740
	-
	**
	*

	44
	1-Aminocyclopropane-1-carboxylate
	C4H7NO2
	1.36
	101.04756
	HMDB0036458
	C01234
	***
	**


Note: "↑" indicates increase; "↓" indicates decrease; *P<0.05; **P<0.01; ***P<0.001。



Displays of Figures

[image: ]
[bookmark: _GoBack]Figure. S1 Typical total ion chromatograms obtained from untargeted metabolomics for SHAM, MOD, CMWH and QC groups. (a) SHAM: Sham‑operation group; (b) MOD: Model group; (c) CMWH: High‑dose Cinnamomum migao water extract group; (d) QC: Quality control sample.
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Figure. S2 Typical total ion chromatograms of blood‑related components. (a) Blank solvent; (b) Cinnamomum migao aqueous extract; (c) Blank pooled serum; (d) Pooled serum after administration of Cinnamomum migao water extract.
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