Short title:
Integrated genetic analysis of ferroptosis-related genes and subarachnoid hemorrhage
Description:
This study integrates ferroptosis-related genes, bulk eQTL data, SAH GWAS, transcriptomic validation, and single-cell eQTL analysis within a Mendelian randomization framework. The workflow identifies candidate ferroptosis-related genes associated with SAH and further evaluates the cell-type-specific association of CFL1 expression across immune cell subtypes.

