Supplementary information
Additional file 1: Table S1. Statistical analysis of parasitemia and parasite stage distribution following GBPS340 exposure in ring- and trophozoite-stage cultures.
Additional file 2: Dataset S1. RNA sequencing read counts and mapping statistics for Plasmodium. falciparum cultures exposed to GBPS340 or DMSO control at the ring and trophozoite stages.
Additional file 3: Dataset S2. Comparative analysis of ring- and trophozoite-stage cultures at H0: significantly differentially expressed genes.
Additional file 4: Dataset S3. Differentially expressed genes in Plasmodium falciparum ring-stage cultures at H24 (sheet 1) and H48 (sheet 2) and in trophozoite-stage cultures at H24 (sheet 3) and H48 (sheet 4).
Additional file 5: Table S2. Enriched GO terms in ring-stage cultures at H24, including the number of annotated genes, DEGs, adjusted p-values, and GO identifiers. Table S3. Enriched GO terms in ring-stage cultures at H48, including the number of annotated genes, DEGs, adjusted p-values, and GO identifiers. Fig. S1. Significantly enriched GO terms GBPS340-treated vs. untreated ring-stage cultures. Table S4. Differentially expressed genes in the GO term "Inner membrane pellicle complex" (GO:0070258) at H24. Table S5. Differentially expressed genes in the GO term "Host cell" (GO:000043657) at H24. Table S6. Differentially expressed genes in the GO term "Inner membrane pellicle complex" (GO:0070258) at H48. Table S7. Differentially expressed genes in the GO term "Cell surface" (GO: 0009986) at H48. Table S8. Differentially expressed genes in the GO term "Entry into host" (GO: 0044409) at H48. Fig. S2. Glideosome / inner membrane complex gene expression (log2FC, GBPS340 vs. control). Fig. S3. Invasion and motility genes repressed at H48 (GO:004409, “entry into host”). Fig. S4. Exported and surface antigens upregulated in GBPS340-treated cultures.
Additional file 6: Table S9. Differential expression of genes associated with hemoglobin catabolism and heme detoxification in Plasmodium falciparum 3D7 ring- and trophozoite-stage cultures following GBPS340 exposure. The table reports p values and log2-fold changes for each gene at H24 and H48 compared with the corresponding untreated controls.

