Table 1. Comparison of mitogenome parameters. 

	Ecology
	Species
	(Sub)family
	Mtg Size
	NCR Size
	NCR %
	ORF count
	Repeats

	P
	Fragum fragum (Linnaeus, 1758)
	Fraginae
	22 357
	6 638
	29.69
	368
	Compound Pattern A

	P
	Fragum whitleyi Iredale, 1929
	Fraginae
	30 336
	13 752
	45.33
	580
	Compound Pattern A-like

	P
	Fragum sueziense (Issel, 1869)
	Fraginae
	92 770
	75 654
	81.55
	924
	Compound Pattern A-like

	P
	Tridacna crocea Lamarck, 1819
	Tridacninae
	29 009
	11 083
	38.21
	x476
	Compound Pattern B

	P
	Tridacna derasa (Röding, 1798)
	Tridacninae
	24 955
	7 110
	28.49
	402
	Compound Pattern B

	P
	Tridacna gigas (Linnaeus, 1758)
	Tridacninae
	25 335
	8 785
	34.68
	381
	Compound Pattern B

	P
	Hippopus hippopus (Linnaeus, 1758)
	Tridacninae
	21 808
	5 992
	27.48
	359
	Compound Pattern B

	NP
	Laevicardium crassum (Gmelin, 1791)
	Laevicardiinae
	21 427
	6 517
	30.41
	329
	3 minisatellites

	NP
	Fulvia mutica (Reeve, 1844)
	Cardiinae
	19 110
	2 612
	13.67
	293
	1 minisatellite

	NP
	Acanthocardia tuberculata (Linnaeus, 1758)
	Lymnocardiinae
	16 104
	1 101
	6.84
	281
	1 minisatellite

	NP
	Cerastoderma edule (Linnaeus, 1758)
	Lymnocardiinae
	14 943
	267
	1.79
	237
	Absent

	NP
	Cerastoderma glaucum (Bruguière, 1789)
	Lymnocardiinae
	14 950
	268
	1.79
	244
	Absent

	O
	Donax variegatus (Gmelin, 1781)
	Donacidae
	22 790
	7 261
	31.86
	412
	NA

	O
	Macomangulus tenuis (da Costa, 1778)
	Tellinidae
	17 125
	1 469
	8.58
	242
	NA

	O
	Abra segmentum (Récluz, 1843)
	Semelidae
	16 851
	1 271
	7.54
	264
	NA

	O
	Gari tellinella (Lamarck, 1818)
	Psammobiidae
	18 464
	2 652
	14.36
	289
	NA

	O
	Azorinus chamasolen (da Costa, 1778)
	Solencurtiidae
	17 135
	1 314
	7.67
	264
	NA



Genome parameters include mitogenome overall sizes (Mtg Size), major NCR sizes, major NCR to full mitogenome proportion (NCR %), ORF count (for ORF >75 nucleotide in length) and repeat types found in each mitogenome. PB: PacBio Long-Read Sequencing with Hi-C sequencing; IL: Illumina Short-Read Sequencing; PW-PCR: Primer-Walking PCR; ONT: Oxford Nanopore Technologies. P: photosymbiotic, NP: non-photosymbiotic, O: outgroups (none photosymbiotic).

