Table 1  Baseline characteristics according to GLP1R rs10305420 genotype
	Characteristic
	CC n=109
	CT/TT n=46
	p value

	Demographic and clinical characteristics

	Age, years
	59 [50-69]
	58.5 [51-66.8]
	0.902

	Male sex, n (%)
	74 (67.9)
	21 (45.7)
	0.012

	BMI, kg/m2
	28.9 [26.0-31.6]
	26.7 [24.5-30.4]
	0.055

	Laboratory findings

	Albumin, g/dL
	4.1 [3.9-4.4]
	4.1 [3.86-4.3]
	0.484

	AST, U/L
	41.5 [31.3-59.5]
	56 [38-80]
	0.004

	ALT, U/L
	54.5 [36.3-97.5]
	71 [38-108]
	0.287

	GGT, U/L
	62.5 [40.5-111.8]
	73 [46-102]
	0.342

	Creatinine, mg/dL
	0.75 [0.62-0.89]
	0.61 [0.52-0.80]
	0.006

	eGFR, mL/min/1.73 m2
	78.7 [65.1-87.8]
	81.5 [68.1-95.0]
	0.474

	Platelet count, x104/uL
	19.6 [15.6-23.6]
	19.6 [12.7-23.6]
	0.515

	HbA1c, %
	6.9 [6.2-7.9]
	7.2 [6.43-7.88]
	0.556

	FIB-4 index
	1.74 [1.01-2.42]
	2.11 [1.60-2.72]
	0.012

	Genetic variants

	PNPLA3 rs738409 G carrier, n (%)
	85 (78.0)
	42 (91.3)
	0.066

	HSD17B13 rs6834314 G carrier
	46/94 (48.9)
	25/43 (58.1)
	0.360

	ALDH2 rs671 A carrier, n (%)
	48/100 (48.0)
	24/45 (53.3)
	0.593

	Histological findings

	Steatosis, grade 0/1/2/3, n
	2/35/43/29
	0/17/18/11
	0.804

	Ballooning, grade 0/1/2, n
	5/64/40
	2/19/25
	0.110

	Lobular inflammation, 0/1/2/3, n
	3/54/51/1
	1/14/27/4
	0.021

	Fibrosis stage, 0/1/2/3/4, n
	3/28/16/46/16
	0/4/8/24/10
	0.106

	Advanced fibrosis (F3-F4), n (%)
	62 (56.9)
	34 (73.9)
	0.049

	NAS, 0/1/2/3/4/5/6/7/8, n
	1/1/4/18/21/31/23/10/0
	0/1/0/7/7/12/9/9/1
	0.429

	MASH, n (%)
	64 (58.7)
	31 (67.4)
	0.369

	At-risk MASH, n (%)
	61 (56.0)
	35 (76.1)
	0.020

	Glucose-lowering treatment

	SGLT2i and/or GLP-1RA use, n (%)
	59 (54.1)
	20 (43.5)
	0.291


Data are median [interquartile range] or n (%); the percent sign is omitted within cells. Multi-category histology is shown as counts in the category order specified in each row; p values are global comparisons. Continuous variables: Mann-Whitney U test; binary categorical variables: Fisher exact or Pearson chi-square test; multi-level histology: Pearson’s chi-square test with Monte Carlo-simulated p values (500,000 replicates; seed, 20260924). Advanced fibrosis: F3-F4. At-risk MASH: NAS >=4 and fibrosis stage >=F2. Missing denominators are shown where applicable.


Table 2  Factors associated with GLP1R rs10305420 T-allele carriage
Panel A  Primary multivariable model
	Variable
	Adjusted OR
	95% CI
	p value

	Age, per 10 years
	0.84
	0.59-1.21
	0.360

	Male sex
	0.51
	0.20-1.35
	0.176

	BMI, per 1 kg/m2
	0.89
	0.81-0.99
	0.028

	AST, per doubling
	2.00
	1.18-3.38
	0.010

	Creatinine, per 0.1 mg/dL
	0.90
	0.72-1.14
	0.385

	PNPLA3 G carrier
	2.20
	0.66-7.38
	0.202

	At-risk MASH
	2.46
	1.01-6.02
	0.048


Panel B  Histological model  Primary per-grade analysis
	Variable
	Adjusted OR
	95% CI
	p value

	Age, per 10 years
	0.72
	0.50-1.03
	0.074

	Male sex
	0.44
	0.20-1.00
	0.049

	BMI, per 1 kg/m2
	0.86
	0.77-0.95
	0.004

	Lobular inflammation, per grade
	2.27
	1.15-4.49
	0.019

	Fibrosis stage, per stage
	1.68
	1.11-2.53
	0.014


Sensitivity analysis  Binary categories
	Variable
	Adjusted OR
	95% CI
	p value

	Age, per 10 years
	0.74
	0.52-1.05
	0.089

	Male sex
	0.43
	0.19-0.95
	0.036

	BMI, per 1 kg/m2
	0.87
	0.79-0.97
	0.008

	High lobular inflammation, grade 2-3 vs. 0-1
	2.09
	0.94-4.66
	0.071

	Advanced fibrosis, F3-F4 vs. F0-F2
	2.41
	1.02-5.66
	0.044


Values are adjusted odds ratios with 95% confidence intervals derived from multivariable binary logistic regression analyses, withGLP1Rrs10305420 T-allele carriage as the dependent variable (CC=0; CT/TT=1). Panel A included age, sex, BMI, log2-transformed AST, creatinine,PNPLA3rs738409 G-carrier status, and at-risk MASH (n=151; 45 T-allele carriers). Panel B included age, sex, BMI, lobular inflammation, and fibrosis stage;PNPLA3was not included (n=155; 46 T-allele carriers). In the primary Panel B analysis, lobular inflammation and fibrosis stage were modeled as ordinal variables; odds ratios represent a one-grade or one-stage increase. In the sensitivity analysis, lobular inflammation was categorized as grade 0-1 versus 2-3, and fibrosis as F0-2 versus F3-4. AST was log2-transformed; its odds ratio represents a doubling of AST. OR, odds ratio; CI, confidence interval.
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