Supplementary Table S1. Descriptive expression summaries for selected panel targets
Mean and standard deviation are reported on the normalized log2 intensity scale across all 46 arrays. The reported coefficient of variation is included as supplied in the analysis record. Tests against the global transcriptome mean are not shown because they do not estimate the loading contrast.
	Gene symbol
	Mean expression (log2)
	Standard deviation
	Reported coefficient of variation

	Txn1
	13.17
	0.34
	0.026

	Cat
	12.69
	0.37
	0.029

	Gpx3
	11.64
	0.51
	0.044

	Sod1
	11.41
	0.31
	0.027

	Sod2
	11.29
	0.30
	0.026

	Prdx1
	11.06
	0.32
	0.029

	Gstm1
	10.73
	0.90
	0.084

	Prdx6
	10.76
	0.17
	0.016

	Gsta1
	10.65
	1.06
	0.099

	Nfe2l2
	10.16
	0.24
	0.023

	Acox1
	9.98
	0.34
	0.034

	Gstp1
	9.84
	0.39
	0.039

	Keap1
	9.46
	0.49
	0.052

	Gclm
	9.35
	0.55
	0.058

	Nqo1
	8.91
	0.82
	0.092

	Hif1a
	8.90
	0.19
	0.022

	Txnrd1
	8.07
	0.38
	0.048

	Ppara
	8.02
	0.49
	0.062

	Gclc
	7.86
	0.25
	0.032

	Hmox1
	7.39
	0.55
	0.074

	Ugt1a1
	6.55
	0.34
	0.052

	Cyp2e1
	6.47
	0.94
	0.146

	Nos2
	6.29
	0.43
	0.069

	Pparg
	6.14
	0.32
	0.052

	Cyp1a1
	4.41
	0.33
	0.074

	Ugt2b
	3.38
	0.22
	0.066



