
Supplementary File 1: 

Mirror plots comparing the MS/MS spectra for endogenous peptide (top) with their synthetic 
standard (bottom). Peptide sequences and charge stage are displayed at the top of each pannel. b, 
y and a ions are respectively displayed in blue, red, and green. The raw file name followed by scan 
number (in square brackets) of each spectrum are displayed on the top and bottom right of each 
plot. The tables under the plot report the endogenous, and synthetic m/z with mass errors, the 
Pearson and Spearman correlation coefficient (r/θ), p-value, and 95% confidence intervals (95% 
CI) for the correlation as well as the spectral angle. 

 
























































































































	Sup1
	Supplementary File 1.pdf
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1
	Supp File 1


