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Supplementary Figure S1. Maximum-likelihood phylogenetic analyses of bacterial isolates 

P_5.4_002 and P_7.2_005 based on partial 16S rRNA gene sequences. (a) Phylogenetic placement 

of isolate P_5.4_002. (b) Phylogenetic placement of isolate P_7.2_005. Bootstrap support values are 

shown at the nodes. 


