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Pseudomonas cimarronensis MAC6' (NR_201854.1)
Pseudomonas anguilliseptica S 17 (NR_029319.1)
Pseudomonas peli R-20805™ (NR_042451.1)
Aquipseudomonas campi S1-A32-2" (NR_181172.1)
Aquipseudomonas guryensis SR9™ (NR_180925.1)
Metapseudomonas resinovorans ATCC 14235" (NR_112062.1)
Stutzerimonas nosocomialis A31/70T (NR_179563.1)
P_5.4_002

Ectopseudomonas composti C2" (NR_116992.1)
Pseudomonas xionganensis R-22-3 w-18" (NR_180878.1)
Pseudomonas tianjinensis 68" (NR_179700.1)
Ectopseudomonas hydrolytica DSWY01T (NR_170428.1)
Ectopseudomonas mendocina NBRC 141627 (NR_113649.1)
Ectopseudomonas oleovorans NBRC 135837 (NR_113617.1)
Ectopseudomonas chengduensis MBRT (NR_125523.1)
Ectopseudomonas alcaliphila NBRC 1024117 (NR_114072.1)
Ectopseudomonas toyotomiensis HT-3" (NR_112808.1)
Ectopseudomonas khazarica TBZ2" (NR_169334.1)
Ectopseudomonas guguanensis CC-G9AT (NR_135725.1)
Phytopseudomonas punonensis LMT03™ (NR_109583.1)
Acinetobacter baumannii ATCC 19606" (HE651907.1)

P_7.2_005

Arthrobacter mobilis E918" (NR_174338.1)

Arthrobacter deserti YIM CS25" (NR_178888.1)

Citricoccus yambaruensis PS9T (NR_132666.1)
Arthrobacter paludis CAU 91437 (NR_159258.1)
Arthrobacter ginkgonis SYP-A7299T (NR_156061.1)
— Arthrobacter senegalensis Marseille-P4198" (NR_179500.1)

100—— Avrthrobacter sulfonylureivorans LAM7117" (NR_179798.1)
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Arthrobacter humicola KV-653" (NR_041546.1)
Arthrobacter oryzae KV-651T (NR_041545.1)
Arthrobacter globiformis DSM 20124 (NR_026187.1)
Arthrobacter sedimenti MIC A30" (NR_181027.1)
Arthrobacter celericrescens NEAU-SA2T (NR_174256.1)
Arthrobacter halodurans JSM 078085" (NR_116375.1)
Arthrobacter arnarulunnguagae KK5.5T (NR_201685.1)
Micrococcus terreus V3M1T (NR_116649.1)

Supplementary Figure S1. Maximum-likelihood phylogenetic analyses of bacterial isolates
P 5.4 002 and P_7.2 005 based on partial 16S rRNA gene sequences. (a) Phylogenetic placement
of isolate P_5.4 002. (b) Phylogenetic placement of isolate P_7.2 005. Bootstrap support values are

shown at the nodes



