Supplementary Table S1. Sensitivity analyses of treatment initiation.
	Analysis set
	n
	Treated, n (%)
	Single-variant carriers treated, n/N (%)
	M694V/E148Q treated, n/N (P)
	Isolated E148Q treated, n/N (P)
	Cumulative probability at 1/2/5 years, %
	Log-rank P, single- vs dual-variant
	Log-rank P, M694V/E148Q vs others

	Main analysis (whole cohort)
	116
	61 (52.6)
	52/104 (50.0)
	6/6 (0.028)
	5/17 (0.064)
	40.8 / 52.6 / 59.9
	0.010
	0.001

	Excluding family-screening referrals
	106
	58 (54.7)
	51/96 (53.1)
	5/5 (0.062)
	5/16 (0.056)
	41.6 / 54.3 / 62.5
	0.070
	0.004

	Excluding follow-up <1 year
	96
	56 (58.3)
	47/86 (54.7)
	6/6 (0.039)
	4/11 (0.192)
	41.1 / 52.8 / 60.1
	0.001
	0.002


P-values for genotype groups are from Fisher's exact test (each group vs the remainder of the analysis set) and are uncorrected. Cumulative probability of treatment initiation was estimated with the Kaplan–Meier method; one treated child with a missing treatment date was excluded from time-to-event analyses (n = 115 in the main analysis, 105 and 95 in the sensitivity analyses). Family-screening referrals: children referred solely because of a family history of FMF (n = 10, of whom 3 were treated).
