
	Target bacteria/gene
	Target gene
	
	Sequence (5`-3`)
	Product size
(bp)
	Annealing temperature (°C)
	Reference

	E. coli
	uspA
	Forward
	F-CCG ATA CGC TGC CAA TCA GT
	884
	56
	[1]

	
	uspA
	Reverse
	R-ACG CAG ACC GTA GGC CAG AT
	
	
	

	Sul-1
	Sul-1 
	Forward
	F-CGG CGT GGG CTA CCT GAA CG
	433
	66
	[2]

	
	Sul-1 
	Reverse
	R-GCC GAT CGC GTG AAG TTC CG
	
	
	

	Sul-3
	Sul-3
	Forward
	F-CAACGGAAGTGGGCGTTGTGGA
	244
	66˚C 
	[2]

	
	Sul-3
	Reverse
	R-GCT GCA CCA ATT CGC TGAACG
	
	
	

	blaOxa-1
	Oxa-1
	Forward
	F-AGCCGTTAAAATTAAGCCC

	882
	56˚C
	[3]

	
	Oxa-1
	Reverse
	R-CTTGATTGAAGGGTTGGGCG
	
	
	


Supplementary table S1. Primers used in this study
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