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Supplementary Table 1 
Sample characteristics
	
	
	
	

	Characteristic
	Total sample
	Control group
	Patient group

	N
	60
	28
	32

	Age, years
	26.49 ± 7.06 (18–45)
	22.50 ± 2.52 (18–27)
	29.88 ± 7.89 (19–45)

	BMI, kg/m²
	22.18 ± 3.03 (14.20–32.90)
	21.40 ± 2.04 (17.00–25.60)
	22.84 ± 3.57 (14.20–32.90)

	Affective disorders
	—
	—
	20

	Anxiety/stress-related disorders
	—
	—
	8

	Somatoform disorders
	—
	—
	1

	Other diagnoses
	—
	—
	3

	Values are presented as M ± SD (range), unless otherwise indicated. BMI = body mass index. Diagnostic categories are reported for the patient group only.






	Supplementary Table 2 | Sequential model building for Hypothesis 1 (HRV synchrony across sessions)

	Model
	Model equation
	Description
	χ²
	df
	p
	AIC
	BIC
	

	M0
	XWP_PT_z ~ 1
	Fixed-intercept model only (no random effects)
	
	
	
	82412.95
	82429.58
	

	M0RI
	M0 + (1 | ID)
	Adds random intercept for participant
	
	
	
	81555.28
	81580.22
	

	M_ar
	M0RI + corAR1(interval | ID/session/frequency)
	Adds AR(1) autocorrelation for repeated 30-s intervals
	13463.16
	1
	< .001
	68094.13
	68127.38
	***

	M_fixed_I
	M_ar + meta_i
	Adds fixed effect of interval position
	14.30
	1
	< .001
	68081.82
	68123.39
	***

	M_fixed_E
	M_fixed_I + sub_e
	Adds fixed effect of therapy element
	1509.65
	10
	< .001
	66592.17
	66716.87
	***

	M_fixed_F
	M_fixed_E + frequency
	Adds fixed effect of frequency band (main effect only)
	2.06
	3
	0.559
	66596.11
	66745.75
	

	M_fixed_FxE
	M_fixed_E + sub_e:frequency
	Adds therapy element × frequency band interaction
	133.97
	33
	< .001
	66524.20
	66923.25
	***

	M_fixed_S
	M_fixed_FxE + session (categorical, ref. = 1)
	Adds session as a categorical fixed effect
	9.75
	3
	0.021
	66520.44
	66944.44
	*

	M_fixed_S_lin
	M_fixed_FxE + session_num
	Session modeled as a linear trend instead of categorical
	6.81
	1
	0.009
	66519.39
	66926.75
	**

	M_fixed_S_lin_freq
	M_fixed_S_lin + session_num:frequency
	Adds session(linear) × frequency band interaction
	4.23
	3
	0.238
	66521.16
	66953.46
	

	χ² = likelihood-ratio test statistic, each model tested against the model named in the row directly above it in the sequence of theoretical interest (see “Model equation” column), not necessarily the row printed just above. AIC = Akaike Information Criterion; BIC = Bayesian Information Criterion. ***p < .001, **p < .01, *p < .05.



	Supplementary Table 3 | Sequential model building for Hypothesis 2 (convergence with the control group)

	Model
	Model equation
	Description
	χ²
	df
	p
	AIC
	BIC
	

	M_H2_base
	XWP_PT_z ~ meta_i + sub_e * frequency
	Baseline model (element × frequency, no group/session membership)
	
	
	
	59045.22
	59433.95
	

	M_H2_group
	M_H2_base + group_ID (CG / PG session 1 / PG session 4)
	Adds group/session membership
	16.38
	2
	< .001
	59032.85
	59437.77
	***

	M_H2_group_refPG1
	M_H2_group, releveled (ref. = PG session 1)
	Same model, reference level changed for direct contrast against session 4 (identical fit, not a nested comparison)
	
	
	
	59032.85
	59437.77
	

	χ² = likelihood-ratio test statistic vs. M_H2_base. AIC = Akaike Information Criterion; BIC = Bayesian Information Criterion. M_H2_group_refPG1 only changes the reference level of group_ID and is therefore not a nested comparison (blank χ²/df/p). ***p < .001, **p < .01, *p < .05.



	Supplementary Table 4 | Sequential model building for Hypothesis 3 (perceived symptom severity)

	Model
	Model equation
	Description
	χ²
	df
	p
	AIC
	BIC
	

	M_H3_base
	XWP_PT_z ~ meta_i + sub_e * frequency
	Baseline model (element × frequency, no symptom severity)
	
	
	
	29682.23
	30041.50
	

	M_H3
	M_H3_base + symptoms_pre_c
	Adds mean-centered initial symptom severity (main effect)
	0.91
	1
	0.340
	29683.32
	30050.08
	

	M_H3_interaction
	M_H3_base + sub_e * frequency * symptoms_pre_c
	Adds full three-way interaction with symptom severity
	132.41
	43
	< .001
	29636.91
	30325.53
	***

	χ² = likelihood-ratio test statistic vs. the model named in the row directly above it in the sequence of theoretical interest (see “Model equation” column). M_H3_phase replaces sub_e with the coarser activity_phase factor and is therefore not nested in the other models – AIC/BIC only, no formal LR test. AIC = Akaike Information Criterion; BIC = Bayesian Information Criterion. ***p < .001, **p < .01, *p < .05.



	Supplementary Table 5 | Sequential model building for Hypothesis 4 (perceived acute stress)

	Model
	Model equation
	Description
	χ²
	df
	p
	AIC
	BIC
	

	M_H4_base
	XWP_PT_z ~ meta_i + sub_e * frequency
	Baseline model (element × frequency, no perceived stress)
	
	
	
	60365.47
	60759.74
	

	M_H4
	M_H4_base + stress_pre_c
	Adds mean-centered pre-session perceived stress (main effect)
	3.22
	1
	0.073
	60364.25
	60766.74
	

	M_H4_interaction
	M_H4_base + sub_e * frequency * stress_pre_c
	Adds full three-way interaction with perceived stress
	72.48
	43
	0.003
	60377.77
	61133.45
	**

	χ² = likelihood-ratio test statistic vs. the model named in the row directly above it in the sequence of theoretical interest (see “Model equation” column). M_H4_phase replaces sub_e with the coarser activity_phase factor and is therefore not nested in the other models – AIC/BIC only, no formal LR test. Note that after Holm correction across the 44 simultaneous sub_e × frequency slope tests above, only one simple slope remains significant, in contrast to symptom severity (Hypothesis 3) where four of five survive correction – see the “Simple slopes” sections for both hypotheses. AIC = Akaike Information Criterion; BIC = Bayesian Information Criterion. ***p < .001, **p < .01, *p < .05.



