Supplementary Table S3. Detailed summary of study characteristics for all included texts.  
	Author, year, reference
	Study design
	Population of interest
	Country, economy
	Organisational theme(s)
	Main study outcome
	Findings related to HIV-Shigella coinfection

	Aragón et al., 2007, [20]
	Case-control
	Shigella-positive patients
	USA, HIC
	Epidemiological
	Shigella and HIV epidemiology 
	HIV was associated with shigellosis among men, particularly MSM.

	Nkenfou et al., 2019, [57]
	Cross-sectional
	HIV-positive participants 
	Cameroon, LMIC
	Biological
	Gut microbiota 
	Shigella spp. were associated with HIV-positive infants, and they had greater species diversity.  

	Braam et al., 2022, [49]
	Cross-sectional
	Diarrhoeic MSM
	Netherlands, HIC
	Epidemiological
	Enteric pathogen prevalence 
	Most shigellosis cases were HIV-negative MSM using PrEP. 

	Chiou et al., 2016, [48]
	Case-control
	HIV-positive MSM
	Taiwan, HIC
	Epidemiological/Biological
	Shigella epidemiology and AMR
	Shigellosis was associated with limited HIV outpatient care but not with pVL or CD4 counts. 

	Danila et al., 2014, [45]
	Surveillance-based
	Shigella-positive cases, Cryptosporidium-positive cases
	USA, HIC
	Epidemiological
	Shigella and Cryptosporidium spp. outbreaks 
	All shigellosis cases were MSM, and 50% were among PLWHIV.

	Toro et al., 2015, [39]
	Cross-sectional
	Shigella-positive patients
	Spain, HIC
	Epidemiological, Biological
	Shigella epidemiology and AMR
	HIV was associated with domestic shigellosis and was more common among men and MSM. Cases had a median CD4 counts > 200 cells/mm³, and a high median pVL. 

	Frickmann et al., 2025, [37]
	Cross-sectional
	Diarrhoeic participants
	Ghana, LMIC
	Epidemiological, Biological
	HIV/AIDs clinical and microbiological characteristics
	Shigella spp./EIEC were not associated with HIV but were associated with lower CD4 counts and greater CD8 activation. 

	Gautam et al., 2009, [52]
	Cross-sectional
	HIV-positive participants
	India, LMIC
	Biological
	HIV/AIDs clinical and microbiological characteristics
	CD4 counts < 200 cells/mm³ and high pVL were not associated with shigellosis. 

	Gilbart et al., 2015, [9]
	Surveillance-based
	Shigella-positive MSM
	UK, HIC
	Epidemiological, Biological
	Shigella epidemiology 
	High-risk sexual behaviours were associated with HIV. Most cases had CD4 counts >350 cells/µL and low pVL. 

	Jha et al., 2012, [51]
	Cross-sectional
	HIV-positive diarrhoeic participants
	India, LMIC
	Biological
	HIV/AIDs clinical and microbiological characteristics
	Shigellosis was not associated with CD4 counts < 200 cells/µL. 

	Keddy et al., 2012, [38]
	Surveillance-based
	Invasive Shigella-positive cases 
	South Africa, UMIC
	Epidemiological, Biological
	Shigella clinical and microbiological characteristics
	HIV was associated with women, and most shigellosis cases among older participants were PLWHIV. Most cases had CD4 counts ≤ 50 cells/µL. 

	Mingjun et al., 2022 [53]
	Cross-sectional
	HIV-positive participants
	China, UMIC
	Biological
	Gut microbiota and immunology
	Species diversity was lower in HIV-positive participants vs. controls, but not between HIV-positive subgroups. Escherichia-Shigella abundance was higher among HIV-positive participants.

	Mitchell et al., 2021, [41]
	Surveillance-based
	Shigella-positive cases
	UK, HIC
	Epidemiological/Biological
	Shigella molecular epidemiology
	Most shigellosis cases among PLWHIV were men, and the probable route of HIV exposure was sex between men. Most cases had CD4 counts > 350 cells/mm³, low pVL, and HIV diagnosed >6 weeks previously. 

	Ridpath et al., 2022, [42]
	Surveillance-based
	Shigella-positive cases
	USA, HIC
	Epidemiological
	Shigella and STI epidemiology
	More shigellosis cases among PLWHIV were men than women. 

	San-Juan-Vergara et al., 2018, [56]
	Cross-sectional
	HIV-positive participants
	Colombia, UMIC
	Biological
	Gut microbiota 
	HIV was associated with microbial network changes, and Escherichia-Shigella became a central node. Species diversity did not differ between HIV-positive participants vs. controls. 

	Tsai et al., 2022, [17]
	Surveillance-based
	Shigella-positive cases
	Taiwan, HIC
	Epidemiology, Biological
	Shigella epidemiology and AMR
	All shigellosis cases among PLWHIV were men and mostly MSM. Less than half of cases had low pVL. 

	Tian et al., 2024, [54]
	Cross-sectional
	HIV-positive participants
	China, UMIC
	Biological
	Gut microbiota 
	Species diversity was lower in HIV-positive participants vs. controls. Escherichia-Shigella abundance was higher among HIV-positive participants.

	Wilmer et al., 2015, [16]
	Surveillance-based
	Shigella-positive cases
	Canada, HIC
	Epidemiological, Biological
	Shigella clinical outcomes
	All shigellosis cases among PLWHIV were men. Most cases were on ART and had CD4 counts ≥ 200 cells/μL and low pVL. 

	Wu et al., 2019, [47]
	Case-control
	Shigella-positive, HIV-positive cases
	Taiwan, HIC
	Epidemiological, Biological
	Shigella epidemiology 
	Shigellosis cases had low CD4 counts, high pVL, and were less likely to attend HIV outpatient care. Shigellosis was associated with oral-anal sex, chemsex, and poppers. 

	Xie et al., 2021, [59]
	Cross-sectional
	HIV-positive participants on HAART
	China, UMIC
	Biological
	Gut microbiota and immunology
	Species diversity was lower in HIV-positive participants vs. controls, but not between HIV-positive subgroups. Escherichia-Shigella abundance was higher among HIV-positive participants responding to HAART and negatively correlated with CD4/CD8 ratios. 

	Baer et al., 1999, [46]
	Surveillance-based
	Shigella-positive cases
	USA, HIC
	Epidemiological
	Shigella and HIV epidemiology
	Shigellosis incidence was highest among PLWHIV and MSM. Incidence was also high in HIV-positive non-MSM and HIV-negative MSM. 

	Eikmeier et al., 2020, [40]
	Surveillance-based
	Shigella-positive cases
	USA, HIC
	Epidemiological, Biological
	Shigella epidemiology and AMR. 
	Most shigellosis cases among PLWHIV were men. Most cases had CD4 counts ≥ 200 cells/ mm³. 

	Gaudreau et al., 2014, [43]
	Surveillance-based
	Shigella-positive cases
	Canada, HIC
	Epidemiological, Biological
	Shigella outbreak epidemiology
	All shigellosis cases were MSM and mostly PLWHIV. Most cases had CD4 counts of 420-540 x106 cells/L. Half of cases had high pVL. 

	Li et al., 2023, [55]
	Cohort study
	HIV-positive MSM participants
	China, UMIC
	Biological
	Gut and oral microbiota
	Escherichia-Shigella abundance was highest in HIV-positive participants with CD4 counts < 200 cells/μL. Species diversity did not differ between HIV-positive patients vs. controls after ART. Beta diversity remained different. 

	Mohan et al., 2018, [15]
	Surveillance-based
	Shigella-positive cases
	UK, HIC
	Epidemiological, Biological
	Shigella and HIV epidemiology
	HIV was associated with domestic shigellosis, particularly men and MSM. Most cases had low pVL and HIV diagnosed previously. 

	Charles et al., 2022, [50]
	Surveillance-based
	Shigella-positive cases
	UK, HIC
	Epidemiological
	Shigella outbreak epidemiology
	Most shigellosis cases were HIV-negative MSM using PrEP.

	Morgan et al., 2006, [13]
	Surveillance-based
	Shigella-positive cases
	UK, HIC
	Epidemiological
	Shigella outbreak epidemiology
	All shigellosis cases were men and mostly PLWHIV. 

	Cresswell et al., 2015, [44]
	Surveillance-based
	Shigella-positive MSM cases
	UK, HIC
	Epidemiological, Biological
	Shigella outbreak epidemiology
	All shigellosis were MSM and mostly PLWHIV. Most cases were on ART and had low pVL. The median CD4 count was 586 x106 cells/L



