Second-generation tau PET tracer in situ binding assessed with
fluorescence imaging —

Supplementary information

Aleksandra Antic' "', Ambra Dreos' "=/, Tammaryn Lashley? "2’ Stephen Yong Yo-Ap®*,

Kerstin Sander® &, Michael Scholl’® & and Jorg Hanrieder'*

1) Department of Psychiatry and Neurochemistry, Sahlgrenska Academy, University of
Gothenburg, MdIndal, Sweden

2) Queen Square Brain Bank for Neurological Disorders, Department of Clinical and
Movement Neurosciences, Queen Square Institute of Neurology, University College London,
London, United Kingdom

3) Department of Radiochemistry, University College London, London, United Kingdom,

4) Department of Neurodegenerative Disease, Queen Square Institute of Neurology,
University College London, London, United Kingdom

5) Wallenberg Centre for Molecular and Translational Medicine, University of Gothenburg,
Sweden


https://orcid.org/0009-0005-1011-3855
https://orcid.org/0000-0003-0448-2089
https://orcid.org/0000-0001-7389-0348
https://orcid.org/0000-0002-6096-7577
https://orcid.org/0000-0001-7800-1781
https://orcid.org/0000-0001-6059-198X

Frontal cortex Temporal cortex
100_- * . ° we o o’ .. . 100_— . ':-:': 2 y . %, e . .« ®
- . b . - % . ®
. L .'.0 : o ® 2 o: : * ¢
—_ ..' .Y, —_ .o' . > e .,
é * ¢' ot ‘. J . é - . :.: :‘ . e
R N A Al
'.' . . . . . [y
¢ *Re . %
- .I . . L ..
. oot . §$J
e o A LI e e L R
0 50 100 0 50 100
GTP1 (%) GTP1 (%)
5 patients 9 patients
N (tangles) = 152 N (tangles) = 164
c)

Frontal cortex + Temporal cortex

1007 000, *araiegets, S .,
] .® .- % o o '..o. : .
b A | "’f':‘.;ﬁ.'.;- .
) ] > . e % e
t ] o ! - 3 F:.... ¥.0.
© 50 . - J! '-.u:.-';."' 'l;l:
p DR PERY T
< I X
b o5 .f'
] PRl . A Y
E .o ..g..
0T T -
0 50 100

GTP1 (%)
N (tangles) = 316

Fig. S1 GTP1 and AT8 cover different area size within the same tangle Each data point
corresponds to a single tangle that is double positive for GTP1 and AT8. Its position along the
x-axis shows how much of the tangle area is captured by GTP1, and its position along the y-
axis how much of its area is captured by AT8. a) Double positive tangles in frontal cortex (5
patients), b) Double positive tangles in temporal cortex (9 patients), c) Double positive tangles
in frontal cortex and temporal cortex (data from a) and b) combined). The given values
represent fractions within the total area of the tangle.
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Fig. S2 The majority of GTP1-positive area consists of tau tangles and neuropil threads
across all patients, both in frontal and temporal cortex A) In frontal cortex (five patients:
AD1-5), the majority of GTP1-positive area was recognized as tangles. Mean GTP1-positive
area occupied by tangles ranges from 60,39% (AD2) to 73,35% (ADS5) of the area, while mean
GTP1-positive area occupied by threads ranges from 13,39% (ADS5) to 24,20% (AD2 of the
area). B) In the frontal cortex (nine patients: AD1, AD3, AD5, AD6-AD11), mean GTP1-positive
area occupied by tangles ranges from 47,98% (AD9) to 85,35% (AD3) of the area, while mean
GTP1-positive area occupied by threads ranges from 7,26% (AD5) to 30,58% (AD9) of the
area. Each data point corresponds to a single field of view. Error bars represent 95%
confidence interval.
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Fig. S3 GTP1 does not stain amyloid-B plaques GTP1 does not co-localize with the

amyloid-f plaque labeled with AB (1-16) antibody. GTP1 stains the tau tangle in the same field
of view. Scale bar: 50 pm.



