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	Supplementary Figure 1 – Countess FLII bead validation dilution series plot alongside a graph of residual values from the line fit. Results revealed a linear trend down to 5 x 104 beads/mL. The majority of values obtained at 104 beads/mL were identified as outliers in the line fit, when subject to a ROUT test, which is shown by the increased residual values.  
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	Supplementary figure 2 – Confocal normalised residuals for each cell type and method for the 7-method counting study. 
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	Supplementary figure 3 – Summary of p-values and significance values from Tukey HSD statistical tests performed on cell counts obtained in the four-method counting comparison shown in figure 7c. 
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	Supplementary Figure 4  – Cell count (/well) v Confluency (%) for each cell type with straight line fits showing limits of linearity. Adjacent graphs show residual plots from straight line fits, with vertical lines indicating the point at which count data diverges from linearity.  
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