	Table 1. Multivariate stepwise Cox regression analysis of the six carnitine metabolism-related prognostic genes in HNSCC

	symbol
	coef
	exp(coef)
	se(coef)
	z
	Pr(>|z|)

	ACADL
	0.4936
	1.6382
	0.1848
	2.6708
	0.0076*

	SERPINA5
	0.3320
	1.3938
	0.1030
	3.2233
	0.0012*

	PRKAA2
	0.1797
	1.1969
	0.1019
	1.7633
	0.0778

	ACACB
	-0.3793
	0.6843
	0.1491
	-2.5430
	0.0110*

	SLC25A20
	-0.2176
	0.8045
	0.1257
	-1.7306
	0.0835

	GPR12
	-1.8527
	0.1568
	0.9366
	-1.9782
	0.0479*

	coef: regression coefficient; exp(coef): hazard ratio; se(coef): standard error of the coefficient; z: z-statistic; Pr(>|z|): p-value. *Genes with P < 0.05 were considered statistically significant

	
	
	
	
	
	



