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a  Fixed one-mismatch limit of 1
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2 14 31 42 58 70 91 99 106 105 107

4 18 35 48 65 78 103 110 117 116 121

4 18 35 48 65 78 103 110 117 116 120

b  Additional variants after re-selection

Reference cell outlined. No additional exact matches permitted.
Prime off-target PAMs: NGG/NAG/NGA; constant base arm: NNN.


