Table S1 Base composition of the mitochondrial genome of Lasiocampidae.
	Species
	Gene name
	Length (bp)
	AT (%)
	GC (%)
	AT-skew
	GC-skew

	Arguda vinata
	mtDNA
	15,421
	80.2
	19.8
	0.007
	-0.201

	
	PCGs
	11,178
	78.2
	21.8
	-0.144
	0.036

	
	tRNAs
	1,487
	81.9
	18.1
	0.03
	0.164

	
	rrnL
	1,419
	85
	15
	-0.014
	0.381

	
	rrnS
	779
	85.9
	14.1
	0.007
	0.382

	Baodera khasiana
	mtDNA
	15,387
	80
	20
	0.018
	-0.229

	
	PCGs
	11,205
	78.4
	21.6
	-0.137
	0.019

	
	tRNAs
	1,465
	81.4
	18.7
	0.032
	0.165

	
	rrnL
	1,406
	84.2
	15.7
	-0.031
	0.412

	
	rrnS
	776
	85.7
	14.3
	0.005
	0.369

	Cerberolebeda styx
	mtDNA
	15,938
	81.3
	18.7
	0.028
	-0.241

	
	PCGs
	11,232
	79.3
	20.7
	-0.122
	0.021

	
	tRNAs
	1,467
	82.3
	17.7
	0.011
	0.162

	
	rrnL
	1,382
	85
	15
	-0.008
	0.401

	
	rrnS
	778
	86.5
	13.5
	-0.001
	0.333

	Crinocraspeda torrida
	mtDNA
	15,414
	80.5
	19.5
	0.001
	-0.253

	
	PCGs
	11,205
	78.9
	21.1
	-0.147
	0.025

	
	tRNAs
	1,462
	82
	18
	0.017
	0.182

	
	rrnL
	1,443
	83.9
	16.1
	-0.013
	0.399

	
	rrnS
	780
	85.2
	14.8
	0.054
	0.379

	Eteinopla signata
	mtDNA
	15,417
	79.8
	20.2
	0.018
	-0.239

	
	PCGs
	11,214
	78.1
	21.9
	-0.142
	0.025

	
	tRNAs
	1,472
	80.3
	19.7
	0.022
	0.154

	
	rrnL
	1,374
	84.9
	15.1
	-0.021
	0.375

	
	rrnS
	780
	85.5
	14.5
	0.028
	0.345

	Lebeda nobilis
	mtDNA
	15,410
	79.1
	20.9
	0.027
	-0.239

	
	PCGs
	11,214
	77.1
	22.9
	-0.136
	0.02

	
	tRNAs
	1,485
	80.3
	19.7
	0.024
	0.199

	
	rrnL
	1,390
	84.1
	15.9
	-0.034
	0.378

	
	rrnS
	781
	85.6
	14.4
	0.012
	0.363

	Metanastria hyrtaca
	mtDNA
	15,430
	79.7
	20.3
	0.032
	-0.22

	
	PCGs
	11,211
	77.7
	22.3
	-0.14
	0.02

	
	tRNAs
	1,475
	81
	19
	0.018
	0.157

	
	rrnL
	1,445
	85.7
	14.3
	-0.051
	0.398

	
	rrnS
	782
	85.1
	14.9
	0.015
	0.379

	Micropacha zojka
	mtDNA
	15,752
	80.9
	19.1
	0.008
	-0.219

	
	PCGs
	11,208
	79
	21
	-0.138
	0.023

	
	tRNAs
	1,475
	81.8
	18.2
	0.012
	0.160

	
	rrnL
	1,364
	84.5
	15.5
	-0.035
	0.396

	
	rrnS
	783
	86.2
	13.8
	0.019
	0.315

	Pachypasoides clarilimbata
	mtDNA
	15,414
	77.4
	22.6
	0.038
	-0.291

	
	PCGs
	11,205
	75.2
	24.8
	-0.138
	0.012

	
	tRNAs
	1,481
	80.5
	19.5
	0.029
	0.149

	
	rrnL
	1,417
	82.5
	17.5
	-0.033
	0.484

	
	rrnS
	780
	84.6
	15.4
	0
	0.383

	Pyrosis rotundipennis
	mtDNA
	15,516
	78.7
	21.3
	0.042
	-0.274

	
	PCGs
	11,178
	76.4
	23.6
	-0.13
	-0.014

	
	tRNAs
	1,493
	81.5
	18.5
	0.023
	0.184

	
	rrnL
	1,473
	84.1
	15.9
	-0.042
	0.421

	
	rrnS
	780
	85.8
	14.2
	0.016
	0.333

	Radhica flavovittata
	mtDNA
	15,420
	80.2
	19.8
	0.019
	-0.225

	
	PCGs
	11,208
	78.3
	21.7
	-0.149
	0.028

	
	tRNAs
	1,452
	80.9
	19.1
	0.031
	0.162

	
	rrnL
	1,386
	85.2
	14.8
	-0.031
	0.379

	
	rrnS
	778
	86
	14
	0.004
	0.339

	Takanea excisa
	mtDNA
	15,656
	81.3
	18.7
	-0.002
	-0.2

	
	PCGs
	11,208
	79.2
	20.8
	-0.142
	0.025

	
	tRNAs
	1,474
	81.7
	18.3
	0.012
	0.17

	
	rrnL
	1,426
	85.7
	14.3
	-0.007
	0.399

	
	rrnS
	779
	86.7
	13.3
	0.006
	0.32



