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Supplementary Fig. S2
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Overlap of DEGs Across Suger fed Conditions
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Supplementary Fig. S3
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Supplementary Fig. S4
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Supplementary Fig. S5
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dsSfTPS vs Control_mRNA
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Supplementary Fig. S6

Predicted IncRNA Binding Sites on SfTRET1 (XM_035596214.2)
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Supplementary Fig. S7
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Supplementary Fig. S8
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