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Supplementary Fig. S1. 
Baseline QSOX1 expression in EOC cell lines and KEGG enrichment analysis of genes downregulated following QSOX1 knockdown. (A) Representative WB and densitometric quantification of QSOX1 protein expression in IOSE, HEY, SKOV3, A2780, and OVCAR3 cells, normalized to GAPDH. (B) Relative QSOX1 mRNA expression in the indicated cell lines. (C) KEGG enrichment analysis of genes downregulated in shRNA-QSOX1 HEY cells relative to shRNA-NC HEY cells. The x-axis represents GeneRatio, bubble size indicates the number of enriched genes, and color represents the FDR-adjusted P value. Protein and mRNA data are presented as mean ± SD from three independent experiments and were analyzed using one-way ANOVA followed by Tukey’s multiple-comparisons test. ns denotes no statistically significant difference; *P < 0.05, **P < 0.01, ****P < 0.0001.
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