Supplementary information
Supplementary Data S1. Sample overview: protein groups identified and parasite intensity share per run.
Supplementary Data S2. Differential abundance results for all four infected-versus-uninfected comparisons.
Supplementary Data S3. Proteins quantified in three of three replicates of one condition and none of the other.
Supplementary Data S4. Competitive protein-family test results and the family definitions.
Supplementary Data S5. The complete P. falciparum sub-proteome with PlasmoDB annotation, category and detection.
Supplementary Data S6. Gene lists with matched backgrounds for over-representation analysis.
Supplementary Data S7. The normalised log₂ intensity matrix underlying all figures.

