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Pre-Operative Imnmune Ageing in UGI Patients

IL6, IL1B, CCL2
e mTOR
o LAMTOR-2 &4
¢ Signalling pathways
o AIM2, NF-kB, MAPK
¢ Exhaustion
o LAG3, PTGER4

Genes associated with:

A° Senescence & SASP
o ANAPC1, CDKN2C,
Naive
CD8 T Cells
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Metabolites
associated with:

Microbiome dysbiosis
& immune-metabolic

dysbiosis:
LysoPC, LysoPE

A Senescent
CDS8 T Cells
& IMM AGE

¢ Autophagy
o ATG2B, VAMP8

65% Post-Operative Pneumonia Rate
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e Pneumonia = worse clinical outcomes:

o Days ventilated
o |CU and hospital length of admission

e Pneumonia = inflammatory profile pre-admission:
o Inflammatory cytokines: IFNg, ILRA, IL1B
o Genes -inflammation: ADA1, AKT1, DAPK1

o Metabolomics - inflammation, catabolism, stress:
3-hydroxytetradecanoic acid & corticosterone

Conclusions

UGI cancer patients exhibit enhanced immune ageing, which persists
after surgery, and may contribute to post-operative complications.




