[bookmark: _Hlk206231561]Table S1 Primer and probe sequences for bisulfite-pyrosequencing and LTE-qMSP
	Bisulfite-pyrosequencing

	Gene
	Sequences (5′–3′)a
	Amplicon Size (bp)

	[bookmark: _Hlk145083846]CDYL
	F: GGGTGGGGTGAAGAGTAGATAAAT
R: Biotin-CACCTTAAAAAAATAACCTTCCTAACTT 
S: AATATAGAGAAGAGTGTTGTAGT
	137

	DAB1
	F: GTTAGGGAGATTTTTGGGAATTTTTTAAG
R: Biotin-TACCCAACCAACCAAAATCCAATC
S: TTTTTTTGTTTAGGGGAAATAATT
	166

	DGKG
	F: TTTTTAGATGGGAGGGATGAG
R: Biotin-AACCCCTAATATTCACCTCCAA
S: ATGGGAGGGATGAGT
	303

	LHX1
	F: GGGGAAAAGGAAAAGGAGAGAA
R: Biotin-AATCACCTCCACCCTTAACCTACCTA
S: AGTTGTGATTGGAGT
	239

	FEZF2
	F: GGTTTAGTGGGTAAATGGTAGTTTAT
R: Biotin-CCCCAAAAAACCCCTAAATATCAAT
S: GGGTAAATGGTAGTTTATTAGTA
	104

	FOXB1
	F: AGGAAAAGGGTCGGTTTTAGGGGAAAG
R: Biotin-AAACCCGACCAACTCTAATTTCTTTCACA
S: TTAGTTAAGTAATTTTTATGTTAAA
	340

	EMX2
	F: AGGGAGAGAGTTGGAAGTTTA
R: Biotin-AATCCTCCCACCCCATCA
S: GGTAGTTTTAGGTTTTAATT
	143

	LRRC4
	F: AGTATAGGAGGGGTGAGGTAAA
R: Biotin-ACCCGAAACCCCCTAACTCTA
S: AGGGGTGAGGTAAAG
	273

	LTE-qMSP

	Gene
	Sequences (5′–3′)a
	Concentration (µM)

	CDYL
	F: GATCGTAGGTAGAAGTATC
R: ACTGATAAGGCGACCACCGATCCCCACGCCCAAAAAC AAACACCACG
P: FAM-AACGGCGATTCGATTCGTAGTGATTTAAGG
	0.2/0.04/0.2

	EMX2
	F: TCGTAGCGGGCGTC
R: ACTGATAAGGCGACCACCGAACCGAACGACCGAACTTCTCC GCG
P: Texas Red-TAGGAGCGAGTGAGTTGGGAGCGA
	0.2/0.12/0.28

	LRRC4
	F: AAGGGGTTTGCGGTGC
R: ACTGATAAGGCGACCACCGATCCGACCCCCGAAAACCAACG ACG
P: Texas Red-TCGGTCGGCGGATCGGGTTCGA
	0.2/0.04/0.2

	COL2A1
	F: TAGGAGTATTAGTAATGTTAGGAGTA
R: CTACCCCAAAAAAACCCAATCC
P: Cy5-AGAAGAAGGGAGGGGTGTTAGGAGAGG
	0.2/0.2/0.2

	UTS
	ACTGATAAGGCGACCACCGA
	0.4


aF, R, S, and P denote the forward PCR primer, reverse PCR primer, sequencing primer, and PCR probe, respectively. Underlined nucleotides indicate the universal tag sequence (UTS). Concentrations for LTE-qMSP primers and probes are listed in F/R/P order.
