Table S1. PCR-RFLP genotyping strategy for the G6PD A+, A-, and Mediterranean variants.
	Variant/ mutation
	Primers
	Amplicon size 
	Restriction endonuclease
	Digested amplicon size

	A+
(376A>G)
	Forward
5′-CCCAGGCCACCCCAGAGGAGA-3′
Reverse
 5′-CGGCCCCGGACACGCTCATAG-3′
	308 bp
	FokI
	183 bp
125 bp

	A‑
(202G>A)
	Forward
5′-CACCACTGCCCCTGTGACCT-3′
Reverse
5′-GGCCCTGACACCACCCACCTT-3′ 
	211 bp
	NlaIII
	130 bp
81 bp

	Mediterranean
(563C>T)
	Forward
5′-AGCTCTGATCCTCACTCCCC-3′
Reverse
5′-GGCCAGGTGAGGCTCCTGAGTA-3′
	285 bp
	MboII
	154 bp
98 bp
33 bp





Table S2. G6PD activity categories by percentage of the adjusted male median (AMM = 8.2 U/g Hb), primary Quibdó cohort (n = 917).
	Activity category
	Threshold (U/g Hb)
	Total, n (%; 95% CI)
	Females, n
	Males, n

	<30% AMM
	<2.46
	26 (2.8; 1.9–4.1)
	6
	20

	30–<70% AMM
	2.46–<5.74
	81 (8.9; 7.2–10.9)
	47
	34

	≥70% AMM
	≥5.74
	807 (88.3; 86.0–90.2)
	416
	391

	Total
	
	914 (100)
	469
	445


The AMM was derived by excluding males with activity below 10% of a preliminary male median and recomputing the median; no male fell below this cut-off, so the AMM equalled the crude male median (8.2 U/g Hb). Confidence intervals were calculated using the Wilson score method.




Table S3. Comparison of reduced-activity participants from the primary Quibdó cohort who were genotyped versus those who were not genotyped.
	Characteristic
	Genotyped (n = 59)
	Not genotyped (n = 36)
	p

	Sex, female / male, n
	40 / 19
	21 / 15
	0.384ᵃ

	Age, years, median (IQR)
	36 (26–49)
	42 (30–52)
	0.127ᵇ

	Ethnicity, Afro / Indigenous / mestizo, n
	56 / 1 / 2
	35 / 0 / 1
	—

	Phenotype, deficient / intermediate, n
	32 / 27
	18 / 18
	0.832ᵃ

	G6PD activity, U/g Hb, median (IQR)
	3.9 (2.2–4.8)
	3.8 (2.5–5.5)
	0.279ᵇ

	Haemoglobin, g/dL, median (IQR)
	12.3 (11.4–13.6)
	13.4 (11.8–15.1)
	0.064ᵇ


ᵃ Fisher's exact test. ᵇ Mann–Whitney U test. Ethnicity was not tested owing to sparse strata. No statistically detectable differences were found between genotyped and non-genotyped participants; however, absence of statistical significance does not establish equivalence, and selection bias cannot be excluded.
