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Supplementary Figure 1. Optimization of the modularity resolution parameter (γ) for cortical network partitioning. (A–D) Representative cortical electrode locations (left) and optimization of the modularity resolution parameter for Sheep 1–4, respectively. For each animal, optimization was performed separately for the low-frequency (middle) and high-frequency (right) functional connectivity networks across a range of γ values. The red line shows the modularity coefficient (Q), the blue line the number of detected modules, and the black line the normalized modularity ratio (MR). The vertical magenta line indicates the selected γ value, corresponding to the maximum normalized MR while avoiding excessive fragmentation of the network. The selected γ was subsequently used for all community detection and subnetwork analyses.
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Description automatically generated] Supplementary Figure 2. Module-specific statistical effects of high-frequency spinal cord stimulation across animals. Heatmaps show Bonferroni-corrected p-values for comparisons between pre-stimulation (TNS0) and post-stimulation (TNS1) module-specific modularity ratios in (A) low-frequency modules and (B) high-frequency modules for Sheep 1–4. Columns represent the identified functional modules (M1–M6), and rows represent individual animals. Cell color reflects the continuous −log10-transformed corrected p-value, with darker colors indicating smaller corrected p-values (greater statistical significance). Corrected p-values are displayed within each cell. Gray cells labeled "N/A" indicate modules that were not identified in the corresponding animal.
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