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Prespecified immune-subprogram effects across three cohorts

REML/mKH descriptive synthesis; red denotes exploratory BH<0.10 support; modules overlap

P=0.171; BH=0.171, 12=0.0%

P=0.086; BH=0.108; 12=0.0%

P=0.074; BH=0.108; 12=0.0%

P=0.039; BH=0.097; 12=0.0%

P=0.037; BH=0.097; 12=7.9%

1.00

1.25 1.50 2.00

Descriptive HR per 1-SD depletion score
Exploratory mechanism analysis; the locked 195—-gene score is unchanged



