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Supplementary Figure S1  Single-cell contextualisation of genes significant in both trait-specific MAGMA analyses. (A) Expression of selected genes across major cell compartments. (B) Descriptive cell context for selected genes across the endometriosis and uterine fibroid datasets. (C) Cell-type expression context for ESR1, GREB1, WNT4 and DNM3. (D) Network view integrating shared MAGMA genes with local-correlation and disease-context annotations. The panels provide expression context and do not establish causal genes or cell types.
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Supplementary Figure S2  SuSiE fine-mapping of shared genomic loci. Regional association plots show endometriosis and uterine fibroid results for WNT4 (A, B), GREB1 (C, D), WT1 (E, F), ESR1/SYNE1 (G, H) and DNM3 (I, J). Coloured points indicate variants assigned to SuSiE 95% credible sets; grey points were not assigned to a credible set. The multiple-signal pattern at ESR1/SYNE1 is consistent with allelic complexity.
image1.png
A B Une sirongest context per gene: enGometosis Marker 10g2>L 410 e IBIOI PETCENt expressig, €ach scaled witn atasel
@ Engomerosis O Uieine o
° ° ° ) °
soents s P
Q2 i oo muscie.
onenr: ° ° ° 0 ° O« w sune S
A 5
H Somw
voan H %
Etfomoc | § mosae
I b H
om [r—
(7
oma o ° ° ° ° o
[ — [ — o ot
e e frames s ™ B GREB! T onms

C 35 D VIE REB1
? Nra
20 — o 8 SYNEL
25 g ’_'sm
w
9 S6 ErR38
s 2.0 b =
i § .-
g ]
£ - (] ¢ ./ O
£1s 5 3 Y .
B : 3 '8 . LoLra02
10 & H 2 | MM H .
S 5 £
21 M 3 ek
0s K O
o coxnzs asy
. O Rl raep
ESR1 GREB1 WNT4 DNM3 ESR1 GREB1 WNT4 DNM3 PDGFRA"
——— Q
- Somol W Smooth muscie BN Endothelol B Abrobasystomal stortz





image2.png
A WNT4 fine-mapping: Endometriosis B WNT4 fine-mapping: Uterine_Fibroids

Window: chr1:21,639,327-22,639,327; L=10 ‘Window: chr1:21,639,327-22,639,327; L=10
»
15
= o ot
=
g0 e
T * Notin credible set
s
o
ZHa50000 22000000 250000 21800000 22000000
Chromosome 1 position ‘Chromosome 1 position
C  GREB1 fine-mapping: Endometriosis D GREB1 fine-mapping: Uterine_Fibroids
Window: chr2:11,093,419-12,093,419; L=10 Window: chr2:11,093,419-12,093,419; L=10
15
o
10
© . s 2 . o
= g6
] . osz < .o
g e S J—
s
3
o o
Ti250000 1550000 Tirga00 Ti250000 1566000 Tirgaooo
Chromosome 2 position ‘Chromosome 2 position
E WT1 fine-mapping: Endometriosis F 'WT1 fine-mapping: Uterine_Fibroids
Window: chr11:29,704,809-30,704,809; L=10 Window: chr11:29,704,809-30,704,809; L=10
:\n
o
T . cst < oo
g b o i o ot
g g . * Notin credle sat
& . Notnceaveset R
10 B
o o
TS0 SOR00 a0z 300 TR0 soochio a0z 30500000
‘Chromosome 11 position Chromosome 11 position
G ESR1_SYNEA fine-mapping: Endometriosis H  ESR1_SYNEH fine-mapping: Uterine_Fibroids
Window ch6:151,741,136-152,741,136; Window: chr6:151,741,136-152,741,136; L=10
“ ;
;e
J o oot
. ost :
. @ P - osno
® L .o
. cs3 ”
: Y
= . os = : s
S . s T ; ce
g o css 8 ’
g i ‘. o oss
< os B
L L. . osr
10- E | + Css
< os
. ose
« Notincraieset
+ Notincradlo st
o o
Torwooo_ vsaihuo 152350000 om0 teanioan 152350000
Chromosome 6 position Chromosome 6 position
| DNMS fine-mapping: Endometriosis J  DNM3 fine-mapping: Uterine_Fibroids

Window: chr1:171,629,996-172,629,996;

Window: chr1:171,629,996-172,629,996; L=10

. cs
. os2
“ Notin credive set

T71800000 172000000 172200000 172400000 172600000
Chromosome 1 position Chromosome 1 position




