Table 4. Comparison of Pharmacokinetic Parameters According to GSTT1 Genotype (N = 30)

	Pharmacokinetic parameters
	1. GSTT1 present (N=19), mean ± SD
	2. GSTT1 null (N=11), mean ± SD
	β coefficient 
(null - present)
	95% CI
	p value

	AUC0-24 (µg·h/mL)
	182.42 ± 60.42
	130.60 ± 57.45
	-51.81
	-97.90 to -5.73
	0.029

	[bookmark: _GoBack]Dose-normalized AUC (µg·h/mL/g)
	250.16 ± 86.53
	177.94 ± 74.48
	-72.22
	-136.19 to -8.25
	0.028

	Cmax (ng/mL)
	24,000.00 ± 9,056.69
	21,632.73 ± 9,927.98
	-2,367.27
	-9,644.66 to 4,910.11
	0.511

	CL (L/h)
	4.59 ± 1.95
	7.76 ± 6.06
	3.17
	0.11 to 6.23
	0.043

	Vz (L)
	33.93 ± 14.67
	103.00 ± 171.69
	69.07
	-11.08 to 149.22
	0.088

	λz (h⁻¹)
	0.142 ± 0.034
	0.128 ± 0.050
	-0.013
	-0.045 to 0.018
	0.397

	T1/2 (h)
	5.19 ± 1.32
	6.86 ± 4.79
	1.67
	-0.70 to 4.04
	0.16



Data are presented as mean ± standard deviation (SD) for normally distributed variables or median (interquartile range [IQR]) for non-normally distributed variables.
β represents the regression coefficient from univariable linear regression and indicates the estimated mean difference in each pharmacokinetic parameter for the GSTT1 null genotype relative to the GSTT1 present genotype (reference group). Positive β values indicate higher values, whereas negative β values indicate lower values in the GSTT1 null group. 
Nominal p < 0.05; none of the associations remained statistically significant after Benjamini–Hochberg false discovery rate (BH-FDR) correction for multiple comparisons.
Abbreviations: β, regression coefficient; CI, confidence interval; BH-FDR, Benjamini–Hochberg false discovery rate. AUC0-24, area under the plasma concentration–time curve from 0 to 24 h; Cmax, maximum observed plasma concentration; CL, systemic clearance; Vz, apparent volume of distribution associated with the terminal phase; λz, terminal elimination rate constant; T1/2, terminal elimination half-life.


