Table 5. Univariate analysis of Factors associated with infection and reduction of lymphocyte count during cyclophosphamide induction therapy. N=30

	Category
	Variable
	Infection
	[bookmark: _Hlk239673617]Reduction of lymphocyte count 

	
	
	 RR (95% CI)
	p value
	BH-FDR
p value Adj
	 RR (95% CI)
	p value
	BH-FDR
p value Adj

	Leukocyte status
	Baseline WBC†
	0.853 
(0.722-1.008)
	0.062
	0.093
	1.006 
(0.903-1.120)
	0.919
	0.919

	
	Baseline ALC‡
	0.843 
(0.748-0.951)
	0.005
	0.016*
	1.076 
(0.986-1.174)
	0.099
	0.296

	Pharmacokinetic
parameters
	AUC0-24
	0.993 
(0.988-0.998)
	0.008
	0.014*
	0.997 
(0.990-1.004)
	0.408
	0.62

	
	Dose-normalized AUC
	0.995 
(0.991-0.999)
	0.014
	0.02*
	0.997 
(0.993-1.002)
	0.205
	0.477

	
	Cmax
	1.000 
(1.000-1.000)
	0.269
	0.269
	1.000 
(1.000-1.000)
	0.443
	0.62

	
	CL
	1.070 
(1.032-1.110)
	<0.001
	<0.001***
	1.065 
(1.026-1.105)
	<0.001
	0.003**

	
	Vz
	1.002 
(1.001-1.003)
	<0.001
	<0.001***
	1.002 
(1.001-1.003)
	<0.001
	0.002**

	
	λz, per 0.01 h-1
	0.936 
(0.847-1.034)
	0.193
	0.225
	1.019 
(0.912-1.138)
	0.744
	0.744

	
	T1/2
	1.081 
(1.031-1.134)
	0.001
	0.003**
	1.024 
(0.936-1.120)
	0.601
	0.702

	Pharmacogenetic
factors
	GSTT1 null genotype
	3.455 
(1.345-8.870)
	0.01
	0.04*
	1.080 
(0.468-2.488)
	0.857
	0.857

	
	GSTP1 rs1695 
G-allele carrier (AG/GG)
	2.000 
(0.864-4.629)
	0.105
	0.211
	0.889 
(0.361-2.188)
	0.798
	0.857

	
	ALDH3A1 rs2228100  
GG genotype
	1.727 
(0.735-4.057)
	0.21
	0.28
	1.080 
(0.468-2.488)
	0.857
	0.857

	
	ALDH1A1 rs6151031 
deletion carrier 
	0.818 
(0.155-4.319)
	0.813
	0.813
	0.750 
(0.143-3.925)
	0.733
	0.857



† WBC reported per 1,000 cells/µL. ‡ ALC reported per 100 cells/µL. λz is reported per 0.01 h⁻¹. 
[bookmark: _Hlk239673334]Abbreviations: RR, risk ratio; CI, confidence interval; BH-FDR, Benjamini–Hochberg false discovery rate; WBC, white blood cell count; ALC, absolute lymphocyte count; AUC0-24, area under the plasma concentration–time curve from 0 to 24 h; Cmax, maximum observed plasma concentration; CL, systemic clearance; Vz, apparent volume of distribution associated with the terminal phase; λz, terminal elimination rate constant; T1/2, terminal elimination half-life.
Statistical note: Risk ratios were estimated using modified Poisson regression with robust variance. p values were adjusted using the Benjamini–Hochberg false discovery rate (BH-FDR) procedure separately within each prespecified variable domain (leukocyte status, pharmacokinetic parameters, and pharmacogenetic factors) for each outcome.
Symbol meaning: Any p value less than 0.05 was designated with one (*) asterisk.
            Any p value less than 0.01 was designated with two (**) asterisks.
            Any p value less than 0.001 was designated with three (***) asterisks.
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