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	Gene
	Genotype
	N (%)

	GSTP rs1695 c.313A>G
	AA
	20 (66.67)

	
	AG
	7 (23.33)

	
	GG
	3 (10)

	GSTT1 
	Present
	19 (63.33)

	
	Null 
	11 (36.67)

	GSTM1
	Present
	30 (100)

	
	Null 
	0 (0)

	ALDH3A1 rs2228100 c.985C>G
	CC
	4 (13.33)

	
	CG
	15 (50)

	
	GG
	11 (36.67)

	ALDH1A1 rs6151031 
(17-bp insertion/deletion)
	Insertion
	27 (90.00)

	
	Deletion
	3 (10)
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