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Supplementary Tables S1–S7
Construction of a Risk Stratification Model for Severe Mycoplasma pneumoniae Pneumonia in Children Based on PRDM1, LDH, CRP, and the PRESS Score
Supplementary Table S1. Primer sequences used for RT-qPCR.
	Species
	Gene
	Primer direction
	Sequence (5'-3')

	Human
	S100A8
	Forward
	ATGCCGTCTACAGGGATGACCT

	Human
	S100A8
	Reverse
	AGAATGAGGAACTCCTGGAAGTTA

	Human
	PRDM1
	Forward
	TAACACAGACAAAGTGCTGCC

	Human
	PRDM1
	Reverse
	CTACCCAGTCCACATTCTCCC

	Human
	TNFSF10
	Forward
	CGTGTACTTTACCAACGAGCTGA

	Human
	TNFSF10
	Reverse
	ACGGAGTTGCCACTTGACTTG

	Human
	PDCD1
	Forward
	CCCAAGGCGCAGATCAA

	Human
	PDCD1
	Reverse
	GCACTTCTGCCCTTCTCTCTGT

	Human
	CTLA4
	Forward
	GCTGGTGGTATCTGAGTTGAC

	Human
	CTLA4
	Reverse
	ACCTGCTGCCTTCTTCTGT

	Human
	HAVCR2
	Forward
	TGTTTTCACATCTTCCCTTTGA

	Human
	HAVCR2
	Reverse
	GACCTCCGCTCTGTATTCCA

	Human
	LAG3
	Forward
	CAATGGCGACTTTACCCTTC

	Human
	LAG3
	Reverse
	CCTCTGGGATGGGGTGTC

	Human
	IDO1
	Forward
	GGTCATGGAGATGTCCGTAA

	Human
	IDO1
	Reverse
	ACCAATAGAGAGACCAGGAAGAA

	Human
	PTPN6
	Forward
	GCCTGGACTGTGACATTGAC

	Human
	PTPN6
	Reverse
	ATGTTCCCGTACTCCGACTC

	Human
	IL1B
	Forward
	TTCTTCGACACATGGGATAACG

	Human
	IL1B
	Reverse
	TGGAGAACACCACTTGTTGCT

	Human
	CXCL8
	Forward
	CCAGTCTTGTCATTGCCAGC

	Human
	CXCL8
	Reverse
	TGACTGTGGAGTTTTGGCTGT

	Human
	GAPDH
	Forward
	TGTGAGGGAGATGCTCAGTG

	Human
	GAPDH
	Reverse
	TGTTCCTACCCCCAATGTGT


Note: RT-qPCR, reverse transcription quantitative polymerase chain reaction.


Supplementary Table S2.Complete baseline clinical characteristics and admission signs between the mild and severe MPP groups.
	Variable
	Mild MPP group (n = 164)
	Severe MPP group (n = 71)
	χ²/Z
	P value

	Age (months)
	70.000 [48.000, 88.500]
	48.000 [30.000, 75.000]
	3.620
	<0.001

	Body weight (kg)
	19.000 [15.000, 25.000]
	17.000 [13.800, 21.000]
	2.991
	0.003

	Hospital stay (days)
	7.000 [6.000, 8.000]
	8.000 [7.000, 10.000]
	-5.054
	<0.001

	Heart rate (beats/min)
	109.000 [102.000, 120.500]
	124.000 [108.000, 133.000]
	-4.337
	<0.001

	Admission body temperature (°C)
	36.700 [36.500, 37.500]
	36.800 [36.500, 37.900]
	-1.275
	0.201

	Respiratory rate (breaths/min)
	26.000 [23.000, 30.000]
	33.000 [28.000, 37.000]
	-6.046
	<0.001

	Male sex, n (%)
	86 (52.439)
	38 (53.521)
	0.023
	0.879

	Moist rales, yes, n (%)
	159 (96.951)
	71 (100.000)
	-
	0.326

	Wheezing, yes, n (%)
	40 (24.390)
	32 (45.070)
	10.995
	<0.001

	Three-retraction sign, yes, n (%)
	10 (6.098)
	29 (40.845)
	43.221
	<0.001

	Recurrent fever, yes, n (%)
	1 (0.610)
	4 (5.634)
	6.006
	0.014

	Lethargy, yes, n (%)
	3 (1.829)
	7 (9.859)
	7.842
	0.005


Note: Values are presented as median [Q1, Q3] or n (%), as appropriate. "-" indicates that Fisher’s exact test was used and no test statistic was reported.
 Recurrent fever was defined as fever recurring after the body temperature had returned to normal for at least 24 h.



Supplementary Table S3. Imaging findings between the mild and severe MPP groups.
	Variable
	Mild MPP group (n = 164)
	Severe MPP group (n = 71)
	χ²
	P value

	Right upper lobe involvement, yes, n (%)
	111 (67.683)
	50 (70.423)
	0.172
	0.678

	Right middle lobe involvement, yes, n (%)
	107 (65.244)
	48 (67.606)
	0.123
	0.726

	Right lower lobe involvement, yes, n (%)
	125 (76.220)
	59 (83.099)
	1.380
	0.240

	Left lower lobe involvement, yes, n (%)
	137 (83.537)
	55 (77.465)
	1.222
	0.269

	Left upper lobe involvement, yes, n (%)
	117 (71.341)
	51 (71.831)
	0.006
	0.939

	Lung consolidation, yes, n (%)
	26 (15.854)
	38 (53.521)
	35.475
	<0.001

	Pleural effusion, yes, n (%)
	1 (0.610)
	3 (4.225)
	3.871
	0.049

	Air bronchogram, yes, n (%)
	11 (6.707)
	7 (9.859)
	0.696
	0.404

	Ground-glass opacity, yes, n (%)
	5 (3.049)
	0 (0.000)
	-
	0.326

	Increased lung markings, yes, n (%)
	39 (23.780)
	15 (21.127)
	0.197
	0.657

	Lymph node enlargement, yes, n (%)
	0 (0.000)
	2 (2.817)
	-
	0.090

	Atelectasis, yes, n (%)
	1 (0.610)
	1 (1.408)
	0.375
	0.541

	Pneumothorax, yes, n (%)
	0 (0.000)
	1 (1.408)
	-
	0.302

	Bronchial wall thickening, yes, n (%)
	35 (21.341)
	14 (19.718)
	0.079
	0.779

	Patchy infiltrates, yes, n (%)
	107 (65.244)
	57 (80.282)
	5.314
	0.021

	Abnormal bronchial lumen, yes, n (%)
	8 (4.878)
	7 (9.859)
	2.057
	0.151

	Uneven lung transparency, yes, n (%)
	35 (21.341)
	15 (21.127)
	0.001
	0.971

	Tree-in-bud sign, yes, n (%)
	3 (1.829)
	0 (0.000)
	-
	0.556


Note: Values are presented as n (%). "-" indicates that Fisher’s exact test was used and no test statistic was reported.


Supplementary Table S4. Complete blood count parameters between the mild and severe MPP groups.
	Variable
	Mild MPP group (n = 164)
	Severe MPP group (n = 71)
	Z
	P value

	White blood cell count (×10^9/L)
	7.600 [5.940, 9.900]
	7.800 [6.300, 10.400]
	-0.450
	0.653

	Neutrophil count (×10^9/L)
	4.500 [3.100, 6.100]
	4.400 [3.200, 6.300]
	-0.709
	0.479

	Lymphocyte count (×10^9/L)
	2.300 [1.600, 3.300]
	2.500 [1.600, 3.300]
	-0.765
	0.445

	Monocyte count (×10^9/L)
	0.580 [0.430, 0.740]
	0.590 [0.420, 0.800]
	-0.505
	0.614

	Eosinophil count (×10^9/L)
	0.100 [0.030, 0.230]
	0.120 [0.030, 0.290]
	-0.678
	0.498

	Basophil count (×10^9/L)
	0.020 [0.010, 0.030]
	0.020 [0.010, 0.030]
	-0.801
	0.412

	Neutrophil percentage (%)
	60.600 [49.800, 68.600]
	59.400 [48.000, 69.200]
	0.368
	0.714

	Lymphocyte percentage (%)
	30.500 [21.400, 38.800]
	31.000 [23.900, 40.600]
	-0.634
	0.527

	Monocyte percentage (%)
	7.200 [6.200, 9.400]
	7.200 [6.000, 8.500]
	0.306
	0.760

	Eosinophil percentage (%)
	1.300 [0.400, 2.900]
	1.500 [0.400, 3.000]
	-0.339
	0.735

	Basophil percentage (%)
	0.300 [0.100, 0.400]
	0.300 [0.200, 0.300]
	0.000
	1.000

	Red blood cell count (×10^12/L)
	4.680 [4.460, 4.900]
	4.600 [4.320, 4.810]
	1.374
	0.169

	Hemoglobin (g/L)
	129.000 [122.000, 136.000]
	127.000 [121.000, 133.000]
	1.478
	0.139

	Hematocrit (%)
	38.300 [37.000, 40.600]
	37.900 [35.700, 39.700]
	2.101
	0.036

	Mean corpuscular volume (fL)
	82.500 [80.400, 85.200]
	82.200 [80.500, 84.700]
	0.705
	0.482

	Mean corpuscular hemoglobin (pg)
	27.700 [26.800, 28.600]
	27.400 [26.600, 28.500]
	0.795
	0.427

	Mean corpuscular hemoglobin concentration (g/L)
	333.000 [327.000, 341.000]
	333.000 [326.000, 342.000]
	-0.253
	0.801

	Red cell distribution width-CV (%)
	12.800 [12.400, 13.400]
	13.100 [12.400, 13.500]
	-0.407
	0.685

	Red cell distribution width-SD (fL)
	38.500 [37.000, 40.200]
	38.300 [35.900, 40.100]
	0.955
	0.340

	Platelet count (×10^9/L)
	284.000 [247.000, 335.000]
	290.000 [234.000, 375.000]
	-0.581
	0.562

	Platelet distribution width (fL)
	11.500 [9.500, 15.800]
	10.200 [9.200, 15.500]
	1.710
	0.087

	Mean platelet volume (fL)
	9.500 [9.000, 10.100]
	9.300 [8.900, 9.900]
	1.198
	0.231

	Platelet-large cell ratio (%)
	20.700 [17.000, 25.700]
	19.500 [15.900, 24.300]
	1.322
	0.186

	Plateletcrit (%)
	0.270 [0.230, 0.320]
	0.270 [0.230, 0.330]
	0.118
	0.907


Note: Values are presented as median [Q1, Q3]. CV, coefficient of variation; SD, standard deviation.


Supplementary Table S5. Biochemical indicators between the mild and severe MPP groups.
	Variable
	Mild MPP group (n = 164)
	Severe MPP group (n = 71)
	t/Z
	P value

	Cholinesterase (U/L)
	8698.000 [7839.000, 9351.000]
	7413.000 [6702.000, 8213.000]
	4.565
	<0.001

	Alkaline phosphatase (U/L)
	213.000 [178.000, 246.000]
	188.000 [157.000, 224.000]
	2.340
	0.019

	Potassium (mmol/L)
	4.100 [3.900, 4.400]
	4.180 [3.900, 4.400]
	0.144
	0.886

	Sodium (mmol/L)
	136.300 [135.100, 137.800]
	136.000 [134.700, 137.000]
	2.122
	0.034

	Chloride (mmol/L)
	104.700 [102.800, 106.100]
	104.500 [102.800, 105.700]
	0.432
	0.941

	Osmolality (mOsm/kg)
	292.881 ± 4.323
	291.744 ± 3.705
	1.816
	0.056

	Aspartate aminotransferase (U/L)
	33.000 [28.000, 39.000]
	34.000 [31.000, 38.000]
	-1.127
	0.259

	Total bilirubin (μmol/L)
	7.000 [5.600, 8.900]
	6.500 [4.900, 9.800]
	0.160
	0.873

	Direct bilirubin (μmol/L)
	1.400 [1.100, 1.800]
	1.400 [1.100, 2.000]
	-0.185
	0.853

	Indirect bilirubin (μmol/L)
	5.600 [4.500, 7.200]
	5.200 [3.900, 8.000]
	0.422
	0.673

	Prealbumin (mg/L)
	145.900 [125.000, 180.100]
	118.200 [101.700, 146.100]
	3.645
	<0.001

	Total bile acid (μmol/L)
	4.200 [2.400, 6.500]
	5.800 [4.100, 8.100]
	-2.824
	0.005

	Urea (mmol/L)
	3.800 [3.200, 4.500]
	3.400 [2.800, 4.200]
	2.373
	0.018

	Creatinine (μmol/L)
	34.100 [29.800, 41.000]
	29.800 [26.300, 34.200]
	4.019
	<0.001

	Estimated glomerular filtration rate [mL/(min·1.73 m²)]
	204.970 [176.270, 315.660]
	242.980 [189.900, 414.600]
	-2.879
	0.004

	Glucose (mmol/L)
	5.000 [4.400, 5.700]
	5.200 [4.700, 5.900]
	-1.734
	0.083

	Creatine kinase (U/L)
	99.000 [76.000, 132.000]
	91.000 [67.000, 119.000]
	1.649
	0.099

	Creatine kinase-MB isoenzyme (U/L)
	20.000 [16.000, 25.000]
	21.000 [17.000, 27.000]
	-1.192
	0.233

	Lactate dehydrogenase (U/L)
	282.000 [251.000, 309.000]
	321.000 [281.000, 377.000]
	-5.243
	<0.001

	Total protein (g/L)
	70.300 [67.000, 72.000]
	66.700 [64.300, 69.200]
	3.314
	0.001


Note: Values are presented as median [Q1, Q3] or mean ± standard deviation, as appropriate.


Supplementary Table S6. Inflammatory indicators and severity scores between the mild and severe MPP groups.
	Variable
	Mild MPP group (n = 164)
	Severe MPP group (n = 71)
	t/Z
	P value

	C-reactive protein (mg/L)
	3.930 [1.090, 10.610]
	6.910 [2.700, 16.730]
	-2.608
	0.009

	Erythrocyte sedimentation rate (mm/h)
	22.600 [15.400, 33.000]
	24.700 [13.400, 43.100]
	-0.754
	0.453

	NLR
	1.923 [1.267, 3.188]
	1.938 [1.167, 2.682]
	0.317
	0.752

	PLR
	122.000 [94.091, 163.333]
	120.455 [90.500, 152.857]
	0.631
	0.529

	SII
	518.263 [321.043, 889.130]
	528.000 [397.982, 806.286]
	-0.112
	0.912

	SIRI
	1.089 [0.621, 1.870]
	1.220 [0.590, 1.813]
	-0.017
	0.987

	MLR
	0.244 [0.178, 0.361]
	0.235 [0.183, 0.333]
	0.473
	0.637

	PRESS score (points)
	0.000 [0.000, 0.000]
	1.000 [0.000, 2.000]
	-6.098
	<0.001

	mPIRO score (points)
	0.000 [0.000, 1.000]
	1.000 [0.000, 1.000]
	-3.526
	<0.001


Note: Values are presented as median [Q1, Q3]. NLR, neutrophil-to-lymphocyte ratio; PLR, platelet-to-lymphocyte ratio; SII, systemic immune-inflammation index; SIRI, systemic inflammatory response index; MLR, monocyte-to-lymphocyte ratio; PRESS, Pediatric Respiratory Severity Score; mPIRO, modified PIRO score.

Supplementary Table S7. LASSO-logistic regression coefficients under the λ.min and λ.1se criteria.
	Variable
	Coefficient at λ.min
	Coefficient at λ.1se

	(Intercept)
	-1.729
	-1.270

	Male sex
	0.000
	0.000

	Wheezing
	0.191
	0.000

	Moist rales
	0.000
	0.000

	mPIRO score
	0.189
	0.000

	PRESS score
	0.752
	0.642

	Body weight
	0.000
	0.000

	Respiratory rate
	0.059
	0.000

	Heart rate
	0.000
	0.000

	Admission body temperature
	0.000
	0.000

	MLR
	0.000
	0.000

	SIRI
	0.000
	0.000

	PLR
	0.000
	0.000

	SII
	0.000
	0.000

	NLR
	0.000
	0.000

	C-reactive protein
	0.164
	0.000

	Plateletcrit
	0.000
	0.000

	Platelet-large cell ratio
	0.000
	0.000

	Mean platelet volume
	0.000
	0.000

	Platelet distribution width
	0.000
	0.000

	Platelet count
	0.000
	0.000

	Red cell distribution width-SD
	0.000
	0.000

	Red cell distribution width-CV
	0.000
	0.000

	Mean corpuscular hemoglobin concentration
	0.000
	0.000

	Mean corpuscular volume
	0.000
	0.000

	Mean corpuscular hemoglobin
	0.000
	0.000

	Hematocrit
	-0.067
	0.000

	Hemoglobin
	0.000
	0.000

	Red blood cell count
	-0.099
	0.000

	Basophil count
	0.000
	0.000

	Potassium
	0.000
	0.000

	Eosinophil count
	0.000
	0.000

	Alkaline phosphatase
	-0.055
	0.000

	Cholinesterase
	0.000
	0.000

	Sodium
	0.000
	0.000

	Aspartate aminotransferase
	0.000
	0.000

	Total bilirubin
	0.000
	0.000

	Chloride
	0.000
	0.000

	Osmolality
	0.000
	0.000

	Direct bilirubin
	0.000
	0.000

	Indirect bilirubin
	0.000
	0.000

	Prealbumin
	-0.150
	0.000

	Total bile acid
	0.000
	0.000

	Urea
	0.000
	0.000


Supplementary Table S7. Continued
	Variable
	Coefficient at λ.min
	Coefficient at λ.1se

	Creatinine
	0.000
	0.000

	Estimated glomerular filtration rate
	0.000
	0.000

	Creatine kinase
	0.006
	0.000

	Glucose
	0.000
	0.000

	Creatine kinase-MB isoenzyme
	0.000
	0.000

	Lactate dehydrogenase
	0.501
	0.219

	Total protein
	0.000
	0.000

	White blood cell count
	0.000
	0.000

	Lymphocyte percentage
	0.000
	0.000

	Monocyte percentage
	0.000
	0.000

	Neutrophil percentage
	0.000
	0.000

	Eosinophil percentage
	0.000
	0.000

	Lymphocyte count
	0.000
	0.000

	Basophil percentage
	0.000
	0.000

	Monocyte count
	0.000
	0.000

	Neutrophil count
	0.000
	0.000

	Age
	0.000
	0.000

	S100A8
	0.065
	0.000

	PRDM1
	0.333
	0.106


Note: Continuous variables were Z-score standardized before LASSO-logistic regression. λ.min represents the value of λ that gives the minimum cross-validated error, and λ.1se represents the largest value of λ within one standard error of the minimum. Non-zero coefficients indicate variables retained by the LASSO model. LASSO, least absolute shrinkage and selection operator.
