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Table S7

 
Table S7. Positive correlations between root N-assimilation gene expression and rhizosphere prokaryotic and fungal taxa of the cucumber and tomato crop in the soil-based and soilless systems. Crop: C = cucumber, T = GS = Growing system. SB = Soil-based, SS=soilless. 
	Crop
	GS
	Gene
	Rho
	p-value
	BH- p-value
	Phylum
	Family
	Genus

	C
	SM
	CsGS1
	0.66
	0.0002
	0.0240
	Proteobacteria
	Xanthomonadaceae
	Luteimonas

	C
	SM
	CsGS1
	0.65
	0.0003
	0.0268
	Proteobacteria
	Rhodobacteraceae
	Paracoccus

	C
	SM
	CsGS1
	0.63
	0.0005
	0.0289
	Actinobacteriota
	Microbacteriaceae
	Agromyces

	C
	SM
	CsGS1
	0.63
	0.0008
	0.0308
	Proteobacteria
	Rhodanobacteraceae
	Tahibacter

	C
	SM
	CsGS1
	0.59
	0.0013
	0.0375
	Bacteroidota
	Chitinophagaceae
	Parafilimonas

	C
	SM
	CsGS1
	0.59
	0.0015
	0.0386
	Bacteroidota
	Cyclobacteriaceae
	Algoriphagus

	C
	SM
	CsGS1
	0.58
	0.0015
	0.0395
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas

	C
	SM
	CsGS1
	0.57
	0.0021
	0.0422
	Chloroflexi
	JG30-KF-CM45
	JG30-KF-CM45

	C
	SM
	CsGS1
	0.57
	0.0022
	0.0428
	Proteobacteria
	Rhodobacteraceae
	Amaricoccus

	C
	SM
	CsGS1
	0.56
	0.0025
	0.0443
	Proteobacteria
	Devosiaceae
	Devosia

	C
	SM
	CsGS1
	0.56
	0.0056
	0.0536
	Bacteroidota
	Sphingobacteriaceae
	Sphingobacterium

	C
	SM
	CsGS1
	0.56
	0.0027
	0.0452
	Bacteroidota
	Chitinophagaceae
	uncultured

	C
	SM
	CsGS1
	0.55
	0.0032
	0.0476
	Actinobacteriota
	Microbacteriaceae
	Microbacterium

	C
	SM
	CsGS1
	0.54
	0.0044
	0.0532
	Chloroflexi
	AKYG1722
	AKYG1722

	C
	SM
	CsGS1
	0.54
	0.0050
	0.0553
	Gemmatimonadota
	Longimicrobiaceae
	Longimicrobiaceae

	C
	SM
	CsGS1
	0.53
	0.0059
	0.0595
	Actinobacteriota
	Nocardioidaceae
	Aeromicrobium

	C
	SM
	CsGS1
	0.53
	0.0048
	0.0558
	Actinobacteriota
	Sporichthyaceae
	Longivirga

	C
	SM
	CsGS1
	0.52
	0.0055
	0.0591
	Proteobacteria
	Xanthomonadaceae
	Lysobacter

	C
	SM
	CsGS1
	0.52
	0.0058
	0.0598
	Actinobacteriota
	Promicromonosporaceae
	Cellulosimicrobium

	C
	SM
	CsGS1
	0.52
	0.0062
	0.0610
	Bdellovibrionota
	Bdellovibrionaceae
	Bdellovibrio

	C
	SM
	CsGS1
	0.51
	0.0063
	0.0626
	Bacteroidota
	Flavobacteriaceae
	Flavobacterium

	C
	SM
	CsGS1
	0.51
	0.0101
	0.0734
	Proteobacteria
	Aeromonadaceae
	Aeromonas

	C
	SM
	CsGS1
	0.51
	0.0073
	0.0666
	Actinobacteriota
	Nocardioidaceae
	Nocardioides

	C
	SM
	CsGS1
	0.50
	0.0079
	0.0695
	Proteobacteria
	Beijerinckiaceae
	Bosea

	C
	SM
	CsGS1
	0.49
	0.0112
	0.0809
	Bacteroidota
	Chitinophagaceae
	Edaphobaculum

	C
	SM
	CsGS1
	0.48
	0.0113
	0.0815
	Proteobacteria
	Alcaligenaceae
	Achromobacter

	C
	SM
	CsGS1
	0.48
	0.0117
	0.0843
	Actinobacteriota
	Nocardiaceae
	Rhodococcus

	C
	SM
	CsGS1
	0.47
	0.0135
	0.0901
	Gemmatimonadota
	Gemmatimonadaceae
	Gemmatimonas

	C
	SM
	CsGS1
	0.47
	0.0235
	0.1110
	Proteobacteria
	Rhodanobacteraceae
	Luteibacter

	C
	SM
	CsGS1
	0.47
	0.0221
	0.1091
	Proteobacteria
	Xanthomonadaceae
	Stenotrophomonas

	C
	SM
	CsGS1
	0.47
	0.0157
	0.0961
	Proteobacteria
	Acetobacteraceae
	Roseomonas

	C
	SM
	CsGS1
	0.45
	0.0198
	0.1089
	Proteobacteria
	Cellvibrionaceae
	Cellvibrio

	C
	SM
	CsGS1
	0.45
	0.0281
	0.1259
	Actinobacteriota
	Corynebacteriaceae
	Corynebacterium

	C
	SM
	CsGS1
	0.45
	0.0359
	0.1372
	Proteobacteria
	Rhodobacteraceae
	uncultured

	C
	SM
	CsGS1
	0.44
	0.0325
	0.1366
	Proteobacteria
	Halieaceae
	OM60(NOR5)_clade

	C
	SM
	CsGS1
	0.43
	0.0276
	0.1309
	Chloroflexi
	Thermomicrobiaceae
	Nitrolancea

	C
	SM
	CsGS1
	0.43
	0.0295
	0.1337
	Actinobacteriota
	Pseudonocardiaceae
	Amycolatopsis

	C
	SM
	CsGS1
	0.43
	0.0302
	0.1352
	Proteobacteria
	Rhodanobacteraceae
	Dokdonella

	C
	SM
	CsGS1
	0.43
	0.0287
	0.1362
	Actinobacteriota
	Kineosporiaceae
	Angustibacter

	C
	SM
	CsGS1
	0.42
	0.0324
	0.1458
	Proteobacteria
	Rhizobiaceae
	uncultured

	C
	SM
	CsGS1
	0.41
	0.0309
	0.1455
	Proteobacteria
	Rhodanobacteraceae
	Chujaibacter

	C
	SM
	CsGS1
	0.41
	0.0439
	0.1664
	Bacteroidota
	Flavobacteriaceae
	Arenibacter

	C
	SM
	CsGS1
	0.41
	0.0373
	0.1591
	Bacteroidota
	Sphingobacteriaceae
	Pedobacter

	C
	SM
	CsGS1
	0.40
	0.0442
	0.1693
	Proteobacteria
	Caulobacteraceae
	Asticcacaulis

	C
	SM
	CsGS1
	0.40
	0.0443
	0.1723
	Proteobacteria
	Xanthomonadaceae
	Pseudoxanthomonas

	C
	SM
	CsGS1
	0.39
	0.0536
	0.1857
	Bacteroidota
	Chitinophagaceae
	Taibaiella

	C
	SM
	CsGS1
	0.39
	0.0665
	0.2027
	Proteobacteria
	Alcaligenaceae
	Castellaniella

	C
	SM
	CsGS1
	0.38
	0.0474
	0.1847
	Actinobacteriota
	Iamiaceae
	Iamia

	C
	SM
	CsNRt1.5A
	0.77
	0.0000
	0.0024
	Bacteroidota
	Sphingobacteriaceae
	Sphingobacterium

	C
	SM
	CsNRt1.5A
	0.75
	0.0000
	0.0025
	Proteobacteria
	Xanthomonadaceae
	Pseudoxanthomonas

	C
	SM
	CsNRt1.5A
	0.71
	0.0001
	0.0048
	Bacteroidota
	Cyclobacteriaceae
	Algoriphagus

	C
	SM
	CsNRt1.5A
	0.70
	0.0001
	0.0052
	Actinobacteriota
	Promicromonosporaceae
	Cellulosimicrobium

	C
	SM
	CsNRt1.5A
	0.69
	0.0001
	0.0062
	Proteobacteria
	Rhodobacteraceae
	Paracoccus

	C
	SM
	CsNRt1.5A
	0.68
	0.0004
	0.0080
	Actinobacteriota
	Corynebacteriaceae
	Corynebacterium

	C
	SM
	CsNRt1.5A
	0.68
	0.0001
	0.0067
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas

	C
	SM
	CsNRt1.5A
	0.67
	0.0003
	0.0081
	Bacteroidota
	Flavobacteriaceae
	Arenibacter

	C
	SM
	CsNRt1.5A
	0.66
	0.0003
	0.0083
	Actinobacteriota
	Nocardioidaceae
	Aeromicrobium

	C
	SM
	CsNRt1.5A
	0.65
	0.0004
	0.0093
	Actinobacteriota
	Dermabacteraceae
	Brachybacterium

	C
	SM
	CsNRt1.5A
	0.65
	0.0004
	0.0099
	Actinobacteriota
	Demequinaceae
	Demequina

	C
	SM
	CsNRt1.5A
	0.64
	0.0004
	0.0105
	Bacteroidota
	Chitinophagaceae
	Edaphobaculum

	C
	SM
	CsNRt1.5A
	0.63
	0.0005
	0.0108
	Actinobacteriota
	Microbacteriaceae
	Microbacterium

	C
	SM
	CsNRt1.5A
	0.63
	0.0012
	0.0134
	Proteobacteria
	Xanthomonadaceae
	Stenotrophomonas

	C
	SM
	CsNRt1.5A
	0.63
	0.0008
	0.0118
	Actinobacteriota
	Microtrichaceae
	IMCC26207

	C
	SM
	CsNRt1.5A
	0.62
	0.0017
	0.0162
	Bacteroidota
	Chitinophagaceae
	Taibaiella

	C
	SM
	CsNRt1.5A
	0.61
	0.0008
	0.0132
	Proteobacteria
	Alcaligenaceae
	Achromobacter

	C
	SM
	CsNRt1.5A
	0.61
	0.0008
	0.0132
	Actinobacteriota
	Microbacteriaceae
	Agromyces

	C
	SM
	CsNRt1.5A
	0.61
	0.0024
	0.0190
	Proteobacteria
	Beijerinckiaceae
	Camelimonas

	C
	SM
	CsNRt1.5A
	0.60
	0.0010
	0.0149
	Proteobacteria
	Rhodobacteraceae
	Amaricoccus

	C
	SM
	CsNRt1.5A
	0.60
	0.0016
	0.0173
	Proteobacteria
	Caulobacteraceae
	Asticcacaulis

	C
	SM
	CsNRt1.5A
	0.59
	0.0016
	0.0175
	Bacteroidota
	Microscillaceae
	Ohtaekwangia

	C
	SM
	CsNRt1.5A
	0.59
	0.0017
	0.0179
	Proteobacteria
	Cellvibrionaceae
	Cellvibrio

	C
	SM
	CsNRt1.5A
	0.59
	0.0024
	0.0207
	Proteobacteria
	Kaistiaceae
	Kaistia

	C
	SM
	CsNRt1.5A
	0.58
	0.0018
	0.0193
	Bacteroidota
	Chitinophagaceae
	Parafilimonas

	C
	SM
	CsNRt1.5A
	0.57
	0.0021
	0.0205
	Proteobacteria
	Devosiaceae
	Devosia

	C
	SM
	CsNRt1.5A
	0.57
	0.0035
	0.0261
	Bacteroidota
	Cytophagaceae
	Cytophaga

	C
	SM
	CsNRt1.5A
	0.56
	0.0053
	0.0317
	Actinobacteriota
	Cellulomonadaceae
	Cellulomonas

	C
	SM
	CsNRt1.5A
	0.53
	0.0075
	0.0404
	Actinobacteriota
	Brevibacteriaceae
	Brevibacterium

	C
	SM
	CsNRt1.5A
	0.52
	0.0049
	0.0338
	Bacteroidota
	Chitinophagaceae
	uncultured

	C
	SM
	CsNRt1.5A
	0.52
	0.0104
	0.0488
	Proteobacteria
	Comamonadaceae
	Hydrogenophaga

	C
	SM
	CsNRt1.5A
	0.52
	0.0180
	0.0639
	Proteobacteria
	Alcaligenaceae
	Castellaniella

	C
	SM
	CsNRt1.5A
	0.51
	0.0068
	0.0406
	Bacteroidota
	NS9_marine_group
	NS9_marine_group

	C
	SM
	CsNRt1.5A
	0.51
	0.0071
	0.0414
	Proteobacteria
	Acetobacteraceae
	Roseomonas

	C
	SM
	CsNRt1.5A
	0.51
	0.0164
	0.0629
	Proteobacteria
	Caulobacteraceae
	Brevundimonas

	C
	SM
	CsNRt1.5A
	0.51
	0.0119
	0.0538
	Bacteroidota
	Sphingobacteriaceae
	Parapedobacter

	C
	SM
	CsNRt1.5A
	0.51
	0.0146
	0.0593
	Firmicutes
	Staphylococcaceae
	Staphylococcus

	C
	SM
	CsNRt1.5A
	0.50
	0.0170
	0.0664
	Actinobacteriota
	Micrococcaceae
	Glutamicibacter

	C
	SM
	CsNRt1.5A
	0.49
	0.0192
	0.0716
	Proteobacteria
	Xanthomonadaceae
	Thermomonas

	C
	SM
	CsNRt1.5A
	0.48
	0.0155
	0.0658
	Verrucomicrobiota
	Chthoniobacteraceae
	Chthoniobacter

	C
	SM
	CsNRt1.5A
	0.48
	0.0214
	0.0779
	Proteobacteria
	Rhizobiaceae
	Shinella

	C
	SM
	CsNRt1.5A
	0.48
	0.0117
	0.0587
	Actinobacteriota
	Nocardiaceae
	Rhodococcus

	C
	SM
	CsNRt1.5A
	0.47
	0.0270
	0.0894
	Proteobacteria
	Acetobacteraceae
	uncultured

	C
	SM
	CsNRt1.5A
	0.47
	0.0198
	0.0771
	Acidobacteriota
	Vicinamibacteraceae
	Luteitalea

	C
	SM
	CsNRt1.5A
	0.46
	0.0144
	0.0674
	Actinobacteriota
	Sporichthyaceae
	Longivirga

	C
	SM
	CsNRt1.5A
	0.46
	0.0260
	0.0898
	Proteobacteria
	Rhodanobacteraceae
	Luteibacter

	C
	SM
	CsNRt1.5A
	0.46
	0.0240
	0.0860
	Actinobacteriota
	Nakamurellaceae
	Nakamurella

	C
	SM
	CsNRt1.5A
	0.46
	0.0164
	0.0736
	Proteobacteria
	Beijerinckiaceae
	Bosea

	C
	SM
	CsNRt1.5A
	0.45
	0.0345
	0.1054
	Bacteroidota
	Flavobacteriaceae
	Confluentibacter

	C
	SM
	CsNRt1.5A
	0.45
	0.0438
	0.1189
	Bacteroidota
	MWH-CFBk5
	MWH-CFBk5

	C
	SM
	CsNRt1.5A
	0.45
	0.0197
	0.0819
	Proteobacteria
	Rhizobiaceae
	Allorhizobium-Neorhizobium-Pararhizobium-Rhizobium

	C
	SM
	CsNRt1.5A
	0.45
	0.0261
	0.0926
	Proteobacteria
	Rhodanobacteraceae
	Dokdonella

	C
	SM
	CsNRt1.5A
	0.44
	0.0358
	0.1104
	Actinobacteriota
	Solirubrobacteraceae
	Patulibacter

	C
	SM
	CsNRt1.5A
	0.44
	0.0341
	0.1079
	Verrucomicrobiota
	Opitutaceae
	Lacunisphaera

	C
	SM
	CsNRt1.5A
	0.44
	0.0220
	0.0898
	Chloroflexi
	JG30-KF-CM45
	JG30-KF-CM45

	C
	SM
	CsNRt1.5A
	0.44
	0.0229
	0.0915
	Proteobacteria
	Xanthomonadaceae
	Luteimonas

	C
	SM
	CsNRt1.5A
	0.44
	0.0246
	0.0950
	Actinobacteriota
	Iamiaceae
	Iamia

	C
	SM
	CsNRt1.5A
	0.43
	0.0443
	0.1250
	Bacteroidota
	Flavobacteriaceae
	Galbibacter

	C
	SM
	CsNRt1.5A
	0.43
	0.0506
	0.1377
	Proteobacteria
	Rhodobacteraceae
	uncultured

	C
	SM
	CsNRt1.5A
	0.43
	0.0460
	0.1296
	Proteobacteria
	Halomonadaceae
	Halomonas

	C
	SM
	CsNRt1.5A
	0.42
	0.0386
	0.1240
	Firmicutes
	Bacillaceae
	Terribacillus

	C
	SM
	CsNRt1.5A
	0.41
	0.0329
	0.1166
	Patescibacteria
	LWQ8
	LWQ8

	C
	SUB
	CsGS1
	0.62
	0.0009
	0.0908
	Planctomycetota
	Pirellulaceae
	Pirellula

	C
	SUB
	CsGS1
	0.61
	0.0008
	0.0963
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas

	C
	SUB
	CsGS1
	0.54
	0.0036
	0.1302
	Actinobacteriota
	Solirubrobacteraceae
	Solirubrobacter

	C
	SUB
	CsGS1
	0.54
	0.0037
	0.1311
	Firmicutes
	Bacillaceae
	Bacillus

	C
	SUB
	CsGS1
	0.54
	0.0041
	0.1326
	Proteobacteria
	Comamonadaceae
	Hydrogenophaga

	C
	SUB
	CsGS1
	0.52
	0.0061
	0.1445
	Proteobacteria
	Rhizobiaceae
	Mesorhizobium

	C
	SUB
	CsGS1
	0.51
	0.0072
	0.1510
	Desulfobacterota
	uncultured
	uncultured

	C
	SUB
	CsGS1
	0.51
	0.0074
	0.1531
	Planctomycetota
	Pirellulaceae
	Pir4_lineage

	C
	SUB
	CsGS1
	0.49
	0.0101
	0.1659
	Gemmatimonadota
	Gemmatimonadaceae
	Roseisolibacter

	C
	SUB
	CsGS1
	0.49
	0.0159
	0.1733
	Actinobacteriota
	Propionibacteriaceae
	Microlunatus

	C
	SUB
	CsGS1
	0.48
	0.0128
	0.1726
	Firmicutes
	Planococcaceae
	Lysinibacillus

	C
	SUB
	CsGS1
	0.47
	0.0160
	0.1841
	Verrucomicrobiota
	Rubritaleaceae
	Luteolibacter

	C
	SUB
	CsGS1
	0.45
	0.0193
	0.1974
	Actinobacteriota
	Solirubrobacteraceae
	Conexibacter

	C
	SUB
	CsGS1
	0.45
	0.0202
	0.1977
	Planctomycetota
	Pirellulaceae
	uncultured

	C
	SUB
	CsGS1
	0.45
	0.0195
	0.1988
	Proteobacteria
	Beijerinckiaceae
	Microvirga

	C
	SUB
	CsGS1
	0.45
	0.0193
	0.1999
	Proteobacteria
	Rhodobacteraceae
	Paracoccus

	C
	SUB
	CsGS1
	0.45
	0.0422
	0.2245
	Proteobacteria
	Methylophilaceae
	Methylobacillus

	C
	SUB
	CsGS1
	0.44
	0.0206
	0.2035
	Actinobacteriota
	Solirubrobacteraceae
	Patulibacter

	C
	SUB
	CsGS1
	0.44
	0.0385
	0.2256
	Actinobacteriota
	Micrococcaceae
	Sinomonas

	C
	SUB
	CsGS1
	0.43
	0.0300
	0.2191
	Firmicutes
	Paenibacillaceae
	Paenibacillus

	C
	SUB
	CsGS1
	0.43
	0.0404
	0.2312
	Firmicutes
	Clostridiaceae
	Clostridium_sensu_stricto_9

	C
	SUB
	CsGS1
	0.43
	0.0268
	0.2195
	Myxococcota
	Myxococcaceae
	Myxococcus

	C
	SUB
	CsGS1
	0.42
	0.0308
	0.2288
	Proteobacteria
	Sphingomonadaceae
	Novosphingobium

	C
	SUB
	CsGS1
	0.41
	0.0333
	0.2363
	Proteobacteria
	Rhizobiaceae
	Shinella

	C
	SUB
	CsGS1
	0.41
	0.0413
	0.2432
	Actinobacteriota
	Nocardiaceae
	Rhodococcus

	C
	SUB
	CsGS1
	0.40
	0.0488
	0.2569
	Actinobacteriota
	Micrococcaceae
	Paenarthrobacter

	C
	SUB
	CsGS1
	0.38
	0.0497
	0.2707
	Proteobacteria
	Rhizobiaceae
	Allorhizobium-Neorhizobium-Pararhizobium-Rhizobium

	C
	SUB
	CsGS1
	0.38
	0.0494
	0.2722
	Actinobacteriota
	Microtrichaceae
	IMCC26207

	C
	SUB
	CsNRt1.5A
	0.66
	0.0005
	0.0236
	Proteobacteria
	Cellvibrionaceae
	Cellvibrio

	C
	SUB
	CsNRt1.5A
	0.62
	0.0007
	0.0268
	Proteobacteria
	Sphingomonadaceae
	Altererythrobacter

	C
	SUB
	CsNRt1.5A
	0.62
	0.0006
	0.0269
	Proteobacteria
	Rhodobacteraceae
	Paracoccus

	C
	SUB
	CsNRt1.5A
	0.60
	0.0011
	0.0315
	Proteobacteria
	Xanthomonadaceae
	Pseudoxanthomonas

	C
	SUB
	CsNRt1.5A
	0.59
	0.0013
	0.0325
	Actinobacteriota
	Microbacteriaceae
	Microbacterium

	C
	SUB
	CsNRt1.5A
	0.59
	0.0015
	0.0341
	Proteobacteria
	Rhizobiaceae
	Shinella

	C
	SUB
	CsNRt1.5A
	0.57
	0.0020
	0.0391
	Bacteroidota
	Sphingobacteriaceae
	Sphingobacterium

	C
	SUB
	CsNRt1.5A
	0.56
	0.0028
	0.0433
	Planctomycetota
	Pirellulaceae
	Pirellula

	C
	SUB
	CsNRt1.5A
	0.55
	0.0029
	0.0451
	Actinobacteriota
	Micrococcaceae
	Glutamicibacter

	C
	SUB
	CsNRt1.5A
	0.55
	0.0049
	0.0524
	Bacteroidota
	Chitinophagaceae
	Taibaiella

	C
	SUB
	CsNRt1.5A
	0.55
	0.0032
	0.0472
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas

	C
	SUB
	CsNRt1.5A
	0.54
	0.0062
	0.0576
	Firmicutes
	Staphylococcaceae
	Staphylococcus

	C
	SUB
	CsNRt1.5A
	0.54
	0.0041
	0.0519
	Proteobacteria
	Xanthomonadaceae
	Stenotrophomonas

	C
	SUB
	CsNRt1.5A
	0.54
	0.0054
	0.0556
	Actinobacteriota
	Dermabacteraceae
	Brachybacterium

	C
	SUB
	CsNRt1.5A
	0.53
	0.0041
	0.0522
	Actinobacteriota
	Solirubrobacteraceae
	Patulibacter

	C
	SUB
	CsNRt1.5A
	0.53
	0.0051
	0.0568
	Proteobacteria
	Comamonadaceae
	Hydrogenophaga

	C
	SUB
	CsNRt1.5A
	0.52
	0.0063
	0.0632
	Actinobacteriota
	Sporichthyaceae
	Longivirga

	C
	SUB
	CsNRt1.5A
	0.49
	0.0096
	0.0769
	Acidobacteriota
	Blastocatellaceae
	uncultured

	C
	SUB
	CsNRt1.5A
	0.49
	0.0133
	0.0853
	Bacteroidota
	Cyclobacteriaceae
	Algoriphagus

	C
	SUB
	CsNRt1.5A
	0.49
	0.0098
	0.0795
	Planctomycetota
	Pirellulaceae
	Pir4_lineage

	C
	SUB
	CsNRt1.5A
	0.48
	0.0141
	0.0895
	Planctomycetota
	Rubinisphaeraceae
	Planctomicrobium

	C
	SUB
	CsNRt1.5A
	0.47
	0.0138
	0.0941
	Actinobacteriota
	Solirubrobacteraceae
	Solirubrobacter

	C
	SUB
	CsNRt1.5A
	0.47
	0.0157
	0.0977
	Proteobacteria
	Comamonadaceae
	Comamonas

	C
	SUB
	CsNRt1.5A
	0.46
	0.0213
	0.1091
	Actinobacteriota
	Corynebacteriaceae
	Corynebacterium

	C
	SUB
	CsNRt1.5A
	0.46
	0.0197
	0.1070
	Actinobacteriota
	Nocardiaceae
	Rhodococcus

	C
	SUB
	CsNRt1.5A
	0.46
	0.0187
	0.1067
	Firmicutes
	Planococcaceae
	Solibacillus

	C
	SUB
	CsNRt1.5A
	0.45
	0.0171
	0.1059
	Actinobacteriota
	Microtrichaceae
	IMCC26207

	C
	SUB
	CsNRt1.5A
	0.45
	0.0173
	0.1067
	Actinobacteriota
	Pseudonocardiaceae
	Amycolatopsis

	C
	SUB
	CsNRt1.5A
	0.45
	0.0207
	0.1121
	Actinobacteriota
	Promicromonosporaceae
	Cellulosimicrobium

	C
	SUB
	CsNRt1.5A
	0.45
	0.0279
	0.1227
	Proteobacteria
	Rhodobacteraceae
	Amaricoccus

	C
	SUB
	CsNRt1.5A
	0.45
	0.0277
	0.1240
	Proteobacteria
	Aeromonadaceae
	Aeromonas

	C
	SUB
	CsNRt1.5A
	0.44
	0.0312
	0.1336
	Bacteroidota
	Spirosomaceae
	Leadbetterella

	C
	SUB
	CsNRt1.5A
	0.44
	0.0497
	0.1567
	Bacteroidota
	Sphingobacteriaceae
	Parapedobacter

	C
	SUB
	CsNRt1.5A
	0.43
	0.0246
	0.1268
	Bacteroidota
	Flavobacteriaceae
	Flavobacterium

	C
	SUB
	CsNRt1.5A
	0.41
	0.0495
	0.1670
	Bacteroidota
	Flavobacteriaceae
	Arenibacter

	C
	SUB
	CsNRt1.5A
	0.41
	0.0351
	0.1508
	Gemmatimonadota
	Gemmatimonadaceae
	Roseisolibacter

	C
	SUB
	CsNRt1.5A
	0.41
	0.0392
	0.1584
	Planctomycetota
	Rubinisphaeraceae
	SH-PL14

	C
	SUB
	CsNRt1.5A
	0.40
	0.0463
	0.1708
	Actinobacteriota
	Propionibacteriaceae
	Raineyella

	C
	SUB
	CsNRt1.5A
	0.39
	0.0431
	0.1701
	Proteobacteria
	Rhizobiaceae
	Allorhizobium-Neorhizobium-Pararhizobium-Rhizobium

	C
	SUB
	CsNRt1.5A
	0.39
	0.0452
	0.1752
	Bacteroidota
	Microscillaceae
	Chryseolinea

	T
	SUB
	LeGS1
	0.69408
	0.0002248
	0.0107198
	Proteobacteria
	Alcaligenaceae
	Achromobacter

	T
	SUB
	LeGS1
	0.64412
	0.001409
	0.0235503
	Proteobacteria
	Xanthobacteraceae
	Rhodopseudomonas

	T
	SUB
	LeGS1
	0.63322
	0.000972
	0.0227553
	Actinobacteriota
	Solirubrobacteraceae
	Patulibacter

	T
	SUB
	LeGS1
	0.6248
	0.0020967
	0.0292089
	Proteobacteria
	Kaistiaceae
	Kaistia

	T
	SUB
	LeGS1
	0.61041
	0.0017451
	0.0295413
	Actinobacteriota
	Promicromonosporaceae
	Cellulosimicrobium

	T
	SUB
	LeGS1
	0.59084
	0.0064373
	0.0505634
	Actinobacteriota
	Microbacteriaceae
	Leucobacter

	T
	SUB
	LeGS1
	0.58951
	0.0039683
	0.0422763
	Bacteroidota
	Cyclobacteriaceae
	Algoriphagus

	T
	SUB
	LeGS1
	0.58671
	0.0030101
	0.038809
	Firmicutes
	Planococcaceae
	Solibacillus

	T
	SUB
	LeGS1
	0.58423
	0.0029822
	0.0395386
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas

	T
	SUB
	LeGS1
	0.58412
	0.0035915
	0.0420235
	Actinobacteriota
	Nocardiaceae
	Rhodococcus

	T
	SUB
	LeGS1
	0.56651
	0.005275
	0.0522812
	Actinobacteriota
	Microbacteriaceae
	Microbacterium

	T
	SUB
	LeGS1
	0.56153
	0.0084366
	0.0637518
	Proteobacteria
	Halomonadaceae
	Halomonas

	T
	SUB
	LeGS1
	0.55796
	0.0057397
	0.0555052
	Bacteroidota
	Sphingobacteriaceae
	Pedobacter

	T
	SUB
	LeGS1
	0.55623
	0.0062804
	0.0568106
	Proteobacteria
	Devosiaceae
	Devosia

	T
	SUB
	LeGS1
	0.5486
	0.0059923
	0.0579939
	Actinobacteriota
	67-14
	67-14

	T
	SUB
	LeGS1
	0.54167
	0.0132839
	0.08024
	Firmicutes
	Planococcaceae
	Sporosarcina

	T
	SUB
	LeGS1
	0.54133
	0.0070565
	0.0639902
	Proteobacteria
	Rhodobacteraceae
	Paracoccus

	T
	SUB
	LeGS1
	0.54132
	0.0111464
	0.0753111
	Actinobacteriota
	Nocardioidaceae
	Aeromicrobium

	T
	SUB
	LeGS1
	0.53956
	0.0134676
	0.0812073
	Proteobacteria
	Beijerinckiaceae
	Camelimonas

	T
	SUB
	LeGS1
	0.53644
	0.007217
	0.0655092
	Chloroflexi
	JG30-KF-CM45
	JG30-KF-CM45

	T
	SUB
	LeGS1
	0.53513
	0.009242
	0.0725309
	Proteobacteria
	Rhizobiaceae
	Mesorhizobium

	T
	SUB
	LeGS1
	0.51304
	0.0124435
	0.0878027
	Firmicutes
	Peptostreptococcales-Tissierellales
	Alkaliphilus

	T
	SUB
	LeGS1
	0.50311
	0.0249297
	0.1191922
	Proteobacteria
	Rhizobiaceae
	uncultured

	T
	SUB
	LeGS1
	0.50163
	0.0256879
	0.121298
	Proteobacteria
	Rhizobiaceae
	Shinella

	T
	SUB
	LeGS1
	0.49956
	0.0154783
	0.0994833
	Proteobacteria
	Beijerinckiaceae
	Bosea

	T
	SUB
	LeGS1
	0.48913
	0.0255392
	0.1254549
	Proteobacteria
	Rhodobacteraceae
	Amaricoccus

	T
	SUB
	LeGS1
	0.48688
	0.0162755
	0.1061782
	Bacteroidota
	Cytophagaceae
	Cytophaga

	T
	SUB
	LeGS1
	0.48463
	0.0185275
	0.1125394
	Patescibacteria
	LWQ8
	LWQ8

	T
	SUB
	LeGS1
	0.48249
	0.0218776
	0.1200012
	Proteobacteria
	Xanthomonadaceae
	Arenimonas

	T
	SUB
	LeGS1
	0.4757
	0.0200112
	0.1201563
	Actinobacteriota
	Microtrichaceae
	IMCC26207

	T
	SUB
	LeGS1
	0.47404
	0.0264275
	0.1329524
	Proteobacteria
	Beijerinckiaceae
	Microvirga

	T
	SUB
	LeGS1
	0.47017
	0.0291233
	0.1399074
	Actinobacteriota
	Sporichthyaceae
	Longivirga

	T
	SUB
	LeGS1
	0.46778
	0.0203743
	0.1239636
	Proteobacteria
	Cellvibrionaceae
	Cellvibrio

	T
	SUB
	LeGS1
	0.46519
	0.0442757
	0.1644069
	Actinobacteriota
	Micrococcaceae
	Glutamicibacter

	T
	SUB
	LeGS1
	0.4638
	0.0231117
	0.1318664
	Firmicutes
	Bacillaceae
	Bacillus

	T
	SUB
	LeGS1
	0.46316
	0.0219895
	0.1295386
	Bacteroidota
	Microscillaceae
	Chryseolinea

	T
	SUB
	LeGS1
	0.45552
	0.0316841
	0.1526356
	Actinobacteriota
	Microbacteriaceae
	Agromyces

	T
	SUB
	LeGS1
	0.44834
	0.065587
	0.1980378
	Bacteroidota
	Chitinophagaceae
	Niabella

	T
	SUB
	LeGS1
	0.44757
	0.0323263
	0.1574043
	Proteobacteria
	Xanthomonadaceae
	Pseudoxanthomonas

	T
	SUB
	LeGS1
	0.44682
	0.0339051
	0.1605249
	Verrucomicrobiota
	Parachlamydiaceae
	Neochlamydia

	T
	SUB
	LeGS1
	0.44301
	0.0445092
	0.1788921
	Proteobacteria
	Acetobacteraceae
	uncultured

	T
	SM
	LeGS1
	0.71592
	1.85E-05
	0.003149
	Actinobacteriota
	Microbacteriaceae
	Microbacterium

	T
	SM
	LeGS1
	0.70985
	2.82E-05
	0.0034432
	Actinobacteriota
	Promicromonosporaceae
	Cellulosimicrobium

	T
	SM
	LeGS1
	0.67651
	8.23E-05
	0.0055944
	Chloroflexi
	JG30-KF-CM45
	JG30-KF-CM45

	T
	SM
	LeGS1
	0.66581
	0.0001927
	0.0067959
	Actinobacteriota
	Nakamurellaceae
	Nakamurella

	T
	SM
	LeGS1
	0.65586
	0.0001451
	0.0071008
	Actinobacteriota
	Sporichthyaceae
	Longivirga

	T
	SM
	LeGS1
	0.65549
	0.0002397
	0.0075813
	Actinobacteriota
	Propionibacteriaceae
	Microlunatus

	T
	SM
	LeGS1
	0.65327
	0.0001515
	0.0072215
	Actinobacteriota
	Microbacteriaceae
	Agromyces

	T
	SM
	LeGS1
	0.63473
	0.0003178
	0.0092602
	Proteobacteria
	Rhodobacteraceae
	Paracoccus

	T
	SM
	LeGS1
	0.63196
	0.0002936
	0.0092227
	Actinobacteriota
	Nocardiaceae
	Rhodococcus

	T
	SM
	LeGS1
	0.61613
	0.000422
	0.0109624
	Bacteroidota
	Chitinophagaceae
	Parafilimonas

	T
	SM
	LeGS1
	0.59717
	0.0007143
	0.0135337
	Proteobacteria
	Rhodobacteraceae
	Amaricoccus

	T
	SM
	LeGS1
	0.58992
	0.0013418
	0.0171262
	Planctomycetota
	Rubinisphaeraceae
	SH-PL14

	T
	SM
	LeGS1
	0.58758
	0.0010948
	0.0160359
	Actinobacteriota
	Demequinaceae
	Demequina

	T
	SM
	LeGS1
	0.5809
	0.0019108
	0.0203941
	Proteobacteria
	Acetobacteraceae
	uncultured

	T
	SM
	LeGS1
	0.57588
	0.0016325
	0.0195053
	Bacteroidota
	Cytophagaceae
	Cytophaga

	T
	SM
	LeGS1
	0.57468
	0.0016194
	0.0193926
	Proteobacteria
	Xanthomonadaceae
	Pseudoxanthomonas

	T
	SM
	LeGS1
	0.56647
	0.0020895
	0.0220748
	Bacteroidota
	Cyclobacteriaceae
	Algoriphagus

	T
	SM
	LeGS1
	0.56282
	0.002424
	0.0234331
	Chloroflexi
	Caldilineaceae
	uncultured

	T
	SM
	LeGS1
	0.56212
	0.0053041
	0.0336496
	Proteobacteria
	Rhodobacteraceae
	uncultured

	T
	SM
	LeGS1
	0.56141
	0.0016198
	0.0205534
	Bacteroidota
	Chitinophagaceae
	Edaphobaculum

	T
	SM
	LeGS1
	0.55442
	0.0040506
	0.030081
	Actinobacteriota
	Cellulomonadaceae
	Cellulomonas

	T
	SM
	LeGS1
	0.54283
	0.0052229
	0.0353504
	Proteobacteria
	Rhodanobacteraceae
	Dokdonella

	T
	SM
	LeGS1
	0.54272
	0.0024446
	0.0259056
	Bacteroidota
	Flavobacteriaceae
	Flavobacterium

	T
	SM
	LeGS1
	0.5415
	0.0026092
	0.0266002
	Bacteroidota
	Chitinophagaceae
	uncultured

	T
	SM
	LeGS1
	0.53388
	0.0061225
	0.0390334
	Acidobacteriota
	Vicinamibacteraceae
	Luteitalea

	T
	SM
	LeGS1
	0.53051
	0.0033781
	0.0307725
	Bacteroidota
	Microscillaceae
	Ohtaekwangia

	T
	SM
	LeGS1
	0.52816
	0.0036287
	0.0318209
	Actinobacteriota
	Iamiaceae
	Iamia

	T
	SM
	LeGS1
	0.5274
	0.0072548
	0.0433654
	Myxococcota
	Phaselicystidaceae
	Phaselicystis

	T
	SM
	LeGS1
	0.5096
	0.0049872
	0.0394352
	Proteobacteria
	Sphingomonadaceae
	Altererythrobacter

	T
	SM
	LeGS1
	0.49898
	0.0063149
	0.0452341
	Actinobacteriota
	Nocardioidaceae
	Nocardioides

	T
	SM
	LeGS1
	0.4818
	0.0198586
	0.0783334
	Verrucomicrobiota
	Opitutaceae
	Lacunisphaera

	T
	SM
	LeGS1
	0.48069
	0.0200095
	0.080937
	Proteobacteria
	Kaistiaceae
	Kaistia

	T
	SM
	LeGS1
	0.47549
	0.010518
	0.0620382
	Bacteroidota
	Chitinophagaceae
	Aurantisolimonas

	T
	SM
	LeGS1
	0.47533
	0.014944
	0.0725096
	Planctomycetota
	Gemmataceae
	Gemmata

	T
	SM
	LeGS1
	0.46946
	0.0117409
	0.0665147
	Proteobacteria
	Devosiaceae
	Devosia

	T
	SM
	LeGS1
	0.46838
	0.0115086
	0.0661105
	Proteobacteria
	R7C24
	R7C24

	T
	SM
	LeGS1
	0.46589
	0.0132741
	0.0709698
	Verrucomicrobiota
	Pedosphaeraceae
	uncultured

	T
	SM
	LeGS1
	0.46215
	0.0230802
	0.0914295
	Actinobacteriota
	Nocardioidaceae
	Aeromicrobium

	T
	SM
	LeGS1
	0.45286
	0.0374485
	0.1159356
	Proteobacteria
	Caulobacteraceae
	Caulobacter

	T
	SM
	LeGS1
	0.45125
	0.022395
	0.0929577
	Proteobacteria
	Beijerinckiaceae
	Camelimonas

	T
	SM
	LeGS1
	0.43238
	0.02277
	0.100869
	Proteobacteria
	Acetobacteraceae
	Roseomonas

	T
	SM
	LeGS1
	0.42763
	0.0209586
	0.0997026
	Proteobacteria
	Beijerinckiaceae
	Bosea

	T
	SM
	LeGS1
	0.41877
	0.0594546
	0.1579633
	Bacteroidota
	Dysgonomonadaceae
	uncultured

	T
	SM
	LeGS1
	0.41823
	0.0417521
	0.1332586
	Bacteroidota
	Chitinophagaceae
	Taibaiella

	T
	SM
	LeGS1
	0.41793
	0.0446846
	0.1395303
	Proteobacteria
	Sphingomonadaceae
	Novosphingobium

	T
	SM
	LeGS1
	0.41642
	0.0393647
	0.1332853
	Bacteroidota
	Weeksellaceae
	Chryseobacterium

	T
	SM
	LeGS1
	0.41478
	0.0476386
	0.1451746
	Proteobacteria
	SM2D12
	SM2D12

	T
	SM
	LeGS1
	0.40861
	0.0300655
	0.1233883
	Planctomycetota
	Phycisphaeraceae
	SM1A02

	T
	SUB
	NRT2.3
	0.43007
	0.0359081
	0.9940185
	Proteobacteria
	Sphingomonadaceae
	Altererythrobacter

	T
	SUB
	NRT2.3
	0.41413
	0.0448144
	0.9957909
	Proteobacteria
	Xanthobacteraceae
	Rhodoplanes

	T
	SUB
	NRT2.3
	0.41142
	0.0482261
	0.9912011
	Bdellovibrionota
	Bdellovibrionaceae
	Bdellovibrio

	T
	SM
	NRT2.3
	0.43363
	0.0207659
	0.9716436
	Actinobacteriota
	Streptomycetaceae
	Streptomyces

	T
	SM
	NRT2.3
	0.37617
	0.0454965
	0.9839729
	Proteobacteria
	Hyphomicrobiaceae
	Hyphomicrobium
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