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Figure S1. GOBP Enrichment of Different Gene Modules
The bar chart displays the results of Gene Ontology Biological Progress enrichment analysis conducted using nine different list of genes that constitute the MP1 to MP9. The 18 genes that constitute MP4 are enriched in biological processes associated with immune responses.











[image: ]
Figure S2. Correlations in the spatial distribution of diverse cell types within the TME of ER tumors.
Heatmap showing Pearson’s correlation coefficients among cell type proportion in each spatial spot within pre-treatment tumor of ER patients. Black boxes indicate cell types with positive spatial correlation to MP4-high-CAF.
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Figure S3. Correlations in the spatial distribution of diverse cell types within the TME of PR tumors.
Heatmap showing Pearson’s correlation coefficients among cell type proportion in each spatial spot within pre-treatment tumor of PR patients. 
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