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Fig. S1: Multiple sequence alignment of ITS2, matK, rbcL and trnH-psbA intergenic spacer 

from four Mitragyna species showing the positions of primers used in HRM analysis. 

Mitragyna species indicates; MS- M. speciosa, MD- M. diversifolia, MH- M. hirsuta and MR- 

M. rotundifolia. 


