Supplementary Figure 1. (a) Malassezia relative abundance in scalp and facial samples. (b) Hierarchical clustering heatmap of the untargeted metabolite profile. 

Supplementary Figure 2. (a) Spearman correlation heatmap between the five most abundant fungal genera and the 15-fatty-acid panel. (b) Association between Malassezia relative abundance and DA.

Supplementary Figure 3. Additional mouse validation. (a) Representative clinical images. (b) Flow-cytometric quantification of CD45+ cells, CD3+ T cells, eosinophil frequency and absolute eosinophil counts. (c) Heatmap of targeted mouse fatty-acid profiles. (d) CK1 immunohistochemistry and H-score quantification. 

