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Table S1. Primers used for methylation-specific real-time qPCR assay (MS-qPCR). Primer sequences are shown 5’→3’; forward and reverse primers are listed for methylated (M) and unmethylated (U) templates. Ta, annealing temperature (°C); bp, base pairs; F, forward primer; R, reverse primer; nt, nucleotide; RefSeq, reference sequence from NCBI GeneBank database.
	Gene
	CpG status
	Primers (5’→3’)
	Product (bp)
	Ta (°C)
	CpG count a)
	RefSeq
	Amplicon (nt) b)

	HSD11B1

	M
	F: TTTTGAAAGATTATTGATTTTTGGC
	203
	60
	3 
	NG_012081.1
	23,368–23,570


	
	
	R: AACTTTAAATAAAATCCCATTCGTC
	
	
	
	
	

	
	U
	F: TTGAAAGATTATTGATTTTTGGTGT
	201
	60
	3
	NG_012081.1
	23,370–23,570

	
	
	R: AACTTTAAATAAAATCCCATTCATC
	
	
	
	
	

	HSD11B2
island 1
	M
	F: AGATCGGGTGAGTATCGGTT
	122
	58
	12
	NG_016549.1

	4,526–4,647


	
	
	R: GCTTATTCGAAACACCTAAAAACAC
	
	
	
	
	

	
	U
	F: GGAGATTGGGTGAGTATTGGTT
	137
	59
	12
	NG_016549.1

	4,524–4,660

	
	
	R: ACATACCACTCACACTTATTCAAAA
	
	
	
	
	

	HSD11B2
island 2
	M
	F: TATAAGTTCGGTTCGAGGGC
	170
	59
	20
	NG_016549.1

	4,962–5,131


	
	
	R: AAACCAACGCTCCATAACGAC
	
	
	
	
	

	
	U
	F: TGGTTTGAGGGTGAGTAGAGAAAGT
	163
	59
	20
	NG_016549.1

	4,970–5,132

	
	
	R: AAAACCAACACTCCATAACAACC
	
	
	
	
	

	NR3C1

	M
	F: GACCTAATCTCTCTAAAACGACGTT
	138
	51
	12
	NG_009062.1
	36,393–36,530


	
	
	R: GTTTGTCGTTAAGGGGTAGAGC
	
	
	
	
	

	
	U
	F: CAACCTAATCTCTCTAAAACAACATT
	139
	59
	12
	NG_009062.1
	36,393–36,531


	
	
	R: GTTTGTTGTTAAGGGGTAGAGTGA
	
	
	
	
	


a) Number of CpG dinucleotides within the amplicon (based on the reference sequence).
b) Amplicon coordinates (nt) on the indicated reference sequence; ranges are provided for the M and U assays, respectively.
[bookmark: _GoBack]Table S2. Cycling conditions used in methylation-specific quantitative PCR (MS-qPCR). Annealing temperatures for amplification were selected according to the primer set used (see Table S1).
	Step
	HSD11B1
	HSD11B2
	NR3C1

	Initial denaturation
	95°C for 2 min
	95°C for 2 min
	95°C for 2 min

	Amplification 
(45 cycles)
	94°C for 15 s; 60°C for 30 s; 72°C for 30 s
	94°C for 15 s; 58°C or 59°C (primer-dependent) for 30 s; 72°C for 30 s
	94°C for 10 s; 51°C or 59°C (primer-dependent) for 10 s; 72°C for 10 s

	Melting curve
	65–95°C
	65–95°C
	65–95°C





Table S3. Exploratory Spearman correlations of primary outcomes with maternal and newborn continuous variables in the total group and adjusted to mode of delivery.
	Outcome
	Variable
	Total group (N = 70)
	Caesarean section (N = 43)
	Vaginal delivery (N = 27)

	
	
	r
	P
	FDR 1
	r
	P
	FDR 1
	r
	P
	FDR 1

	Cord cortisol
	Maternal age (y)
	−0.219
	0.069
	0.208
	−0.311
	0.042
	0.182
	0.210
	0.292
	0.409

	
	Parity
	−0.214
	0.076
	0.208
	−0.170
	0.275
	0.511
	−0.344
	0.079
	0.221

	
	Pre-pregnancy BMI (kg/m2)
	−0.196
	0.104
	0.208
	−0.197
	0.205
	0.511
	−0.135
	0.503
	0.587

	
	BMI at delivery (kg/m2)
	−0.067
	0.583
	0.732
	−0.113
	0.469
	0.633
	0.088
	0.663
	0.663

	
	Gestational weight gain (kg)
	0.192
	0.112
	0.208
	0.178
	0.253
	0.511
	0.410
	0.034
	0.161

	
	Gestational weight gain (%)
	0.281
	0.018
	0.149
	0.311
	0.042
	0.182
	0.452
	0.018
	0.161

	
	Gestational age (weeks)
	0.138
	0.255
	0.414
	0.326
	0.033
	0.182
	−0.267
	0.179
	0.278

	
	Labor duration (min) 3
	−
	−
	−
	−
	−
	−
	0.387
	0.046
	0.161

	
	Cord pH 2
	−0.043
	0.751
	0.814
	0.194
	0.257
	0.511
	−0.220
	0.352
	0.448

	
	Newborn weight (g)
	−0.060
	0.619
	0.732
	−0.046
	0.772
	0.772
	−0.107
	0.596
	0.642

	
	Newborn height (cm)
	0.194
	0.108
	0.208
	0.086
	0.584
	0.633
	0.303
	0.124
	0.278

	
	Newborn ponderal index
	−0.272
	0.023
	0.149
	−0.157
	0.315
	0.512
	−0.399
	0.039
	0.161

	
	Apgar score at 1st minute
	0.012
	0.924
	0.924
	−0.107
	0.494
	0.633
	−0.277
	0.162
	0.278

	
	Apgar score at 5th minute
	−0.110
	0.365
	0.527
	−0.089
	0.570
	0.633
	−0.277
	0.162
	0.278

	Placental 11β-HSD2 activity
	Maternal age (y)
	−0.158
	0.191
	0.470
	−0.060
	0.703
	0.890
	−0.298
	0.131
	0.451

	
	Parity
	0.006
	0.959
	0.959
	−0.041
	0.793
	0.890
	0.094
	0.641
	0.855

	
	Pre-pregnancy BMI (kg/m2)
	−0.027
	0.827
	0.955
	−0.099
	0.527
	0.890
	0.185
	0.356
	0.712

	
	BMI at delivery (kg/m2)
	−0.150
	0.217
	0.470
	−0.211
	0.174
	0.566
	−0.038
	0.852
	0.918

	
	Gestational weight gain (kg)
	−0.254
	0.034
	0.156
	−0.247
	0.110
	0.477
	−0.278
	0.161
	0.451

	
	Gestational weight gain (%)
	−0.237
	0.048
	0.156
	−0.149
	0.340
	0.884
	−0.382
	0.049
	0.448

	
	Gestational age (weeks)
	0.247
	0.039
	0.156
	0.290
	0.059
	0.383
	0.134
	0.504
	0.855

	
	Labor duration (min) 3
	−
	−
	−
	−
	−
	−
	−0.114
	0.570
	0.855

	
	Cord pH 2
	0.329
	0.013
	0.156
	0.372
	0.026
	0.338
	0.224
	0.342
	0.712

	
	Newborn weight (g)
	−0.049
	0.688
	0.894
	−0.077
	0.623
	0.890
	0.085
	0.672
	0.855

	
	Newborn height (cm)
	−0.018
	0.882
	0.955
	−0.022
	0.890
	0.890
	0.002
	0.994
	0.994

	
	Newborn ponderal index
	−0.065
	0.595
	0.859
	−0.040
	0.798
	0.890
	−0.045
	0.823
	0.918

	
	Apgar score at 1st minute
	0.120
	0.321
	0.596
	0.022
	0.890
	0.890
	0.327
	0.096
	0.448

	
	Apgar score at 5th minute
	0.103
	0.396
	0.644
	−0.053
	0.734
	0.890
	0.327
	0.096
	0.448


1 Benjamini–Hochberg false discovery rate (FDR) correction; FDR families: total group, caesarean section, and vaginal delivery were corrected separately. The number of P-values in a family was 13 for the total group and caesarean subgroup and 14 for the vaginal delivery subgroup.
2 For cord pH, N equals 56 for the total group, 36 for caesarean section, and 20 for vaginal delivery.
3 Only in vaginal deliveries. 
Nominally significant correlations (P < 0.05) are in bold; none remained significant after FDR correction.



Table S4. Full coefficients for all adjusted models for cord cortisol and placenta 11β-HSD2 activity.
	Model
	Outcome
	Predictor
	B
	SE
	Std β
	t
	P
	N

	C1
	Cord cortisol
	Model summary
	F(4,65)=5.49; R²=0.253; adj. R²=0.207
	0.001
	70

	
	
	Intercept
	−36.154
	77.425
	
	−0.467
	0.642
	70

	
	
	DMI HSD11B2 island1
	−0.333
	0.203
	−0.200
	−1.645
	0.105
	70

	
	
	Gestational age
	2.057
	1.992
	0.112
	1.033
	0.305
	70

	
	
	Gestational weight gain (%)
	0.479
	0.296
	0.195
	1.618
	0.111
	70

	
	
	Delivery mode
	−14.056
	4.732
	−0.329
	−2.971
	0.004
	70

	C2
	Cord cortisol
	Model summary
	 F(4,65) = 5.42; R² = 0.250; adj. R² = 0.204
	 0.001
	70

	
	
	Intercept
	−52.573
	78.627
	
	−0.669
	0.506
	70

	
	
	DMI NR3C1
	8.051
	5.111
	0.170
	1.575
	0.120
	70

	
	
	Gestational age
	1.867
	1.985
	0.102
	0.941
	0.350
	70

	
	
	Gestational weight gain (%)
	0.687
	0.265
	0.280
	2.587
	0.012
	70

	
	
	Delivery mode
	−15.029
	4.645
	−0.351
	−3.235
	0.002
	70

	C3
	Cord cortisol
	Model summary
	F(4,65) = 5.05; R² = 0.237; adj. R² = 0.190
	 0.001
	70

	
	
	Intercept
	−10.867
	80.244
	
	−0.135
	0.893
	70

	
	
	DMI HSD11B1
	−9.891
	8.576
	−0.132
	−1.153
	0.253
	70

	
	
	Gestational age
	1.203
	2.037
	0.066
	0.591
	0.557
	70

	
	
	Gestational weight gain (%)
	0.766
	0.275
	0.312
	2.788
	0.007
	70

	
	
	Delivery mode
	−15.100
	4.699
	−0.353
	−3.214
	0.002
	70

	P1
	Placental 11β-HSD2 activity
	Model summary
	F(4,65) = 2.59; R² = 0.138; adj. R² = 0.084
	 0.045
	70

	
	
	Intercept
	−31.607
	41.551
	
	−0.761
	0.450
	70

	
	
	DMI HSD11B2 island2
	−0.244
	0.154
	−0.185
	−1.587
	0.117
	70

	
	
	Gestational age
	1.856
	1.058
	0.204
	1.754
	0.084
	70

	
	
	Gestational weight gain (%)
	−0.224
	0.143
	−0.183
	−1.560
	0.124
	70

	
	
	Delivery mode
	−2.521
	2.463
	−0.119
	−1.023
	0.310
	70

	P2
	Placental 11β-HSD2 activity
	Model summary
	 F(4,65)=3.56; R² = 0.180; adj. R² = 0.129 
	0.011
	70

	
	
	Intercept
	−15.670
	41.360
	
	−0.379
	0.706
	70

	
	
	DMI HSD11B1
	−10.831
	4.420
	−0.290
	−2.450
	0.017
	70

	
	
	Gestational age
	1.455
	1.050
	0.160
	1.386
	0.170
	70

	
	
	Gestational weight gain (%)
	−0.182
	0.142
	−0.149
	−1.286
	0.203
	70

	
	
	Delivery mode
	−1.701
	2.422
	−0.080
	−0.702
	0.485
	70

	P3
	Placental 11β-HSD2 activity
	Model summary
	F(4,65) = 1.92; R² = 0.106; adj. R² = 0.051
	0.117
	70

	
	
	Intercept
	−39.036
	42.100
	
	−0.927
	0.357
	70

	
	
	DMI HSD11B2 island1
	−0.038
	0.110
	−0.047
	−0.350
	0.728
	70

	
	
	Gestational age
	2.003
	1.083
	0.220
	1.849
	0.069
	70

	
	
	Gestational weight gain (%)
	−0.284
	0.161
	−0.233
	−1.769
	0.082
	70

	
	
	Delivery mode
	−2.263
	2.573
	−0.106
	−0.879
	0.382
	70


B, unstandardized regression coefficient; SE, standard error of B; Std β, standardized regression coefficient; t, t-statistic; P, P value; N, number of observations included in the model.
Significant correlations are in bold.

