Supplementary Information
Online Resource 1 Supplementary figures (Figs. S1–S6)
Online Resource 2 Supplementary tables. Table S1 provides the country of origin and geographic region of the 91 quinoa accessions. Table S2 provides information on genes located within 35 kb upstream and downstream of the 15 significant SNPs identified using the mixed linear model.
Online Resource 3 Complete statistical results for the stem-age experiment, including descriptive statistics, Kruskal–Wallis tests, Dunn’s post hoc tests and Wilcoxon rank-sum tests.
Online Resource 4 Complete statistical results for the diversity-panel analysis, including analysis of variance, Kruskal–Wallis tests and post hoc comparisons for lesion length and AUDPC.

