
EMC
n=9

MLPS
n=14

LGFMS
n=13

Synovial
n=18

1

2

3

4

5

6

7

8
CS

PG
4 

lo
g2

(1
 +

 T
PM

)
A  Every retained primary specimen

Sequencing year
2014
2016

2017
2019

2020
2021

2022
2023

0.0 0.2 0.4 0.6 0.8 1.0
Year-matched equal-histology A

Full data

Without 2014

Without 2016

Without 2017

Without 2019

Without 2020

Without 2021

Without 2022

Without 2023

B  Sequencing-year deletion sensitivity


