tSNE2

tSNE dimensionality reduction (704 samples)

Sequencing year

F)
20 -
L “ & ¢ Ao~ o: ;lo
- A, R
e a5t autten " 40y -
L A Ao "o A A
° L -n -:-‘“FA - l:. .~.f. ~A Y e ot R
10' q-i‘: .‘A ;-A Wy ] .A.. AAA ..l~ MzAA ....a
- Ay Ao o
B e :’A‘A. B - "y - A W Qe Ah'f‘o‘::u. A
0o ®o o Y = = " o ® o sieh "4
- A ° AA‘.A e o2 AL
o« » N A a @A A
A ° A “iAfAA. .A“AAAAA
[ ]
0 .‘ :ﬁ - s 2 Tu. ‘A.‘ ®
:I 4 2 o4 A e e A Ce
L]
Myx lipsarc EA AA' . A:AAl ‘ A: g -
A R .A A Ae .
-10 A Sol fib tum N
10 e e A&Ik‘ ‘ﬁ- A *
A A A
° Dermfibrosarc ‘l2~ 2, 4
- d |A Scler epi fibsarc
“ A
—20 T [] g. ‘. : " ‘:M *
L " Ae - oo®
= =3
- . LG fibmyx sarc
Extraskel chondsarc ‘ﬁ- A %.
A
|} AKX 4o
~30 1 -°
=30 =20 -10 0 10 20
tSNE1

Supplementary Figure S1: Batch effects on transcriptomic clustering

The RNA-seq analyses were performed during an 11-year period, which potentially could have
caused batch effects. However, no significant effect of year of sequencing was seen, here exem-
plified by six tumor types (black frames) that had been sequenced at 2-5 separate occasions.
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