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Supplementary Figure 1 Organ-specific expression genes in Rice Expression Profile Database
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Supplementary Figure 2 Screening of candidate gene Os09g24370 (Root4) with root-specific expression and cell-specific expression in silico genes in Rice Expression Profile Database.
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Supplementary Figure 3 Screening of candidate gene Os10g31640 (Root6) with root-specific expression and cell -specific expression in silico genes in Rice Expression Profile Database.
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Supplementary Figure 1 Organ-specific expression genes in Rice Expression Profile Database.
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Supplementary Figure 2 Screening of candidate gene Os09g24370 (Root4) with root-specific expression and cell-specific expression in silico genes in Rice

Expression Profile Database.
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Supplementary Figure 3 Screening of candidate gene Os10g31640 (Root6) with root-specific expression and cell -specific

expression in silico genes in Rice Expression Profile Database.




