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[bookmark: _GoBack]Supplementary Fig. 3| Values of individual LTR-TE lineages (in percent of the whole LTR-TE fraction of the genome) in 601 analyzed genomes of Angiosperms. The species are listed in the same order as in Supplementary S1. Gaps where values fall to zero or close to zero are shown with red arrows. Sharp peaks are bursts of individual LTR-TE. 
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