Supplementary Table S2. Candidate variables added to the final model one at a time
Overall survival
	Candidate added
	Adjusted HR (95% CI)
	LR χ² (df)
	P
	Largest shift in the four HRs

	Bone metastasis
	1.47 (1.34–1.62)
	73.4 (1)
	<0.001
	2.4%

	Lung metastasis
	1.27 (1.16–1.40)
	23 (1)
	<0.001
	6.2%

	Distant lymph-node metastasis
	0.94 (0.88–1.00)
	3.7 (1)
	0.055
	0.4%

	Number of metastatic sites — 2 sites
	1.20 (1.12–1.29)
	44.5 (2)
	<0.001
	18.2%

	Number of metastatic sites — ≥3 sites
	1.42 (1.25–1.61)
	
	
	

	Regional node stage — N1
	0.91 (0.86–0.97)
	21 (2)
	<0.001
	1.4%

	Regional node stage — NX
	1.11 (1.01–1.21)
	
	
	

	T stage — T3
	0.78 (0.71–0.84)
	101.8 (3)
	<0.001
	4.9%

	T stage — T4
	1.25 (1.15–1.36)
	
	
	

	T stage — TX
	1.24 (1.13–1.35)
	
	
	

	Positive biopsy-core fraction — 51–80%
	1.06 (0.94–1.20)
	72 (3)
	<0.001
	2.4%

	Positive biopsy-core fraction — >80%
	1.24 (1.12–1.36)
	
	
	

	Positive biopsy-core fraction — unknown
	1.46 (1.31–1.62)
	
	
	

	Hispanic origin
	0.91 (0.83–0.99)
	5.2 (1)
	0.022
	0.4%

	Reporting facility (CoC accredited)
	1.06 (0.99–1.14)
	2.9 (1)
	0.087
	0.3%



Cancer-specific survival
	Candidate added
	Adjusted HR (95% CI)
	LR χ² (df)
	P
	Largest shift in the four HRs

	Bone metastasis
	1.57 (1.41–1.75)
	74.8 (1)
	<0.001
	2.7%

	Lung metastasis
	1.35 (1.22–1.50)
	28.7 (1)
	<0.001
	7.8%

	Distant lymph-node metastasis
	0.97 (0.90–1.04)
	0.7 (1)
	0.391
	0.2%

	Number of metastatic sites — 2 sites
	1.27 (1.18–1.38)
	59.2 (2)
	<0.001
	22.7%

	Number of metastatic sites — ≥3 sites
	1.56 (1.36–1.79)
	
	
	

	Regional node stage — N1
	0.94 (0.88–1.00)
	10.3 (2)
	0.006
	1.1%

	Regional node stage — NX
	1.10 (1.00–1.22)
	
	
	

	T stage — T3
	0.80 (0.73–0.88)
	84.1 (3)
	<0.001
	5.5%

	T stage — T4
	1.32 (1.20–1.45)
	
	
	

	T stage — TX
	1.23 (1.12–1.36)
	
	
	

	Positive biopsy-core fraction — 51–80%
	1.04 (0.90–1.19)
	70.3 (3)
	<0.001
	3.0%

	Positive biopsy-core fraction — >80%
	1.30 (1.16–1.45)
	
	
	

	Positive biopsy-core fraction — unknown
	1.51 (1.33–1.70)
	
	
	

	Hispanic origin
	0.92 (0.83–1.01)
	3.2 (1)
	0.073
	0.4%

	Reporting facility (CoC accredited)
	1.02 (0.95–1.11)
	0.3 (1)
	0.571
	0.1%



Each candidate variable was added to the final model separately. Candidates were not entered simultaneously, because the number of metastatic sites is a deterministic function of the individual site indicators. The last column gives the largest change in any of the four hazard ratios. Adding all nine candidates together raised the C-index from 0.628 to 0.667 for overall survival.
