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Evidence retrieval and included-source characteristics
Purpose
This supporting file documents the evidence retrieval and interpretation used to revise the manuscript "Viral Hepatitis in Somalia: An Updated Critical Review of Epidemiology and Public Health Priorities." It supports transparent editorial review. It is not a PRISMA checklist or flow diagram because an auditable search export, screening record, risk-of-bias appraisal and verified prospective protocol registration were not available for a full systematic update.
Information sources and search
A structured, targeted update was performed on 6 September 2026 in PubMed/MEDLINE and official WHO sources. The literature update focused on reports published through 31 December 2025. The core PubMed expression was: (Somalia[Title/Abstract] OR Somali[Title/Abstract]) AND (hepatitis[Title/Abstract] OR HBV[Title/Abstract] OR HCV[Title/Abstract] OR HDV[Title/Abstract] OR HEV[Title/Abstract] OR HAV[Title/Abstract]). Reference lists of the historical Somalia meta-analysis and recent primary studies were checked for additional relevant studies.
Selection and interpretation
Eligible sources reported hepatitis A–E epidemiology, seroprevalence, risk factors, prevention, vaccination, testing, treatment or service delivery in Somalia. Somali diaspora studies were included only as clearly labelled context-specific evidence. Studies with no Somali population or setting, non-human evidence, unverified media accounts and sources without usable data were excluded from quantitative claims. No new pooled estimate was calculated because the included studies differ in sampling frame, period, test strategy and population. Facility, blood-donor, dialysis and student results are presented as setting-specific findings, not national prevalence.
A United States Centers for Medicare & Medicaid Services Open Data assessment was not retained: those data concern United States programme or claims contexts and do not identify Somali-origin populations or provide Somalia surveillance. It is therefore not an appropriate source for Somalia burden estimates or public-health coverage claims.
Included evidence
Table S1. Included evidence and interpretation limits
	Source
	Design / population
	Key information retained
	Critical limit

	Hassan-Kadle et al. 2018 [3]
	Systematic review and meta-analysis; 29 historical studies
	Historical pooled HAV, HBV, HCV, HDV and HEV markers.
	1977–2016, heterogeneous sources; not a current national survey.

	Burans et al. 1994 [4]
	Acute-hepatitis case series
	20 of 31 cases had anti-HEV IgM.
	Outbreak/clinical setting.

	Chaabna et al. 2016 [5]
	Regional HCV systematic review
	HCV evidence is sparse and heterogeneous.
	Country estimates are limited by source studies.

	Jeele et al. 2021 [6]
	Cross-sectional; 220 haemodialysis patients
	HBV 7.3%; HCV 3.2%.
	High-risk clinical population.

	Mohamud et al. 2024 [7]
	Cross-sectional; 494 blood donors
	HBV 9.7%; prior vaccination self-reported by 15%.
	Selected donor population.

	Hassan et al. 2024 [8]
	Cross-sectional; 384 pregnant women
	HBsAg 11.2%.
	One antenatal facility.

	Mohamud et al. 2025 [9]
	Cross-sectional antenatal study
	HBsAg 13.3%; selected risk-factor associations.
	One facility; cross-sectional.

	Hassan-Kadle et al. 2025 [10]
	Retrospective tertiary-hospital tests
	HBsAg 2.8%; anti-HCV 0.4% in tested records.
	Test records and referral population.

	Ali et al. 2023 [11]
	Cross-sectional; 247 medical students
	Full vaccine series self-reported by 2.8%.
	Single institution; self-report.

	Hassan et al. 2023 [12]
	Cross-sectional; 569 health-sciences students
	Full vaccine series self-reported by 33.4%.
	Single setting; self-report.

	Mohamed et al. 2022 [13]
	Community study; Minnesota Somalis
	Diaspora chronic hepatitis burden and care context.
	Not Somalia national evidence.

	WHO [1,2,14,15]
	Global reports, policy and data portal
	Global burden and prevention/monitoring framework.
	Does not supply unverified Somalia coverage estimates.


Legend. Citation numbers correspond to the main manuscript. HAV hepatitis A virus; HBV hepatitis B virus; HCV hepatitis C virus; HDV hepatitis D virus; HEV hepatitis E virus; HBsAg hepatitis B surface antigen.
Data items
For each source, the revision captured setting, period, population, sample size or test denominator where reported, assay/marker, key result, reported risk factors or service implication and major generalizability limits. The review deliberately did not infer national prevalence from non-representative denominators.
Protocol and reporting note
This manuscript is submitted as a JEGH Review article. It should not be converted to a Research article or described as a de novo systematic review unless the author performs and records a new systematic search, duplicate screening, data extraction, risk-of-bias assessment, protocol decision and PRISMA 2020 flow accounting. No verified public PROSPERO registration is cited in this submission.
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