Highlights
· SETDB1 knockout in mESCs causes cell death and loss of pluripotency.
· RNA-seq reveals widespread transcriptional changes upon SETDB1 loss.
· ASD risk genes are significantly enriched among SETDB1-regulated genes.
· SETDB1 loss globally suppresses translation and ribosome biogenesis.
· PPI network identifies a core hub gene set dysregulated in KO cells.

