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	Figure S1. Molecular identification of positive transgenic tomato plants.
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	Figure S2. qRT-PCR validation of transgene expression levels in transgenic tomato lines.
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	Figure S3. Principal component analysis (PCA) of transcriptomic data.
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	Figure S3. Volcano plot of differentially expressed genes (DEGs).
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	Figure S3. Heatmap of gene expression profiles.
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	Figure S4. Principal component analysis (PCA) of transcriptomic data.
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	Figure S4. Volcano plot of differentially expressed genes (DEGs).
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	Figure S4. Heatmap of gene expression profiles.
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	Figure S5. Principal component analysis (PCA) of transcriptomic data.
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	Figure S5. Volcano plot of differentially expressed genes (DEGs).
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	Figure S5. Heatmap of gene expression profiles.
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	Figure S6. qRT-PCR validation of RNA-seq data.
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