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RUNX1 Regulates Transcription of Genes 

Involved in Differentiation of HSCS
RHO GTPases Activate PKNs

Antigen Processing and Presentation
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HDACs Deacetylate Histones

Transcriptional Regulation of Granulopoiesis
Neuropeptide Signaling Pathway

Potassium Channels
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Olfactory Signaling Pathway

Keratinization
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Cytoplasmic Translation
Eukaryotic Translation Elongation
Cytoplasmic Ribosomal Proteins
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FDR valueEnriched Ontology

9.00E-15Immune System

4.57E-08Adap ve Immune System

4.57E-08Interferon gamma signaling

1.70E-04Immunoregulatory interac ons between a Lymphoid and a non-
Lymphoid cell

2.30E-04Cytokine Signaling in Immune system

2.70E-04Extracellular matrix organiza on
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