Appendix
Table A1 

Sociodemographic Characteristics of the Sample

	Characteristics
	     n
	     %
	M
	SD
	Range

	Parent Age (years) 
	1803
	
	39.9
	4.9
	26 - 58

	Parent Gender 
	
	
	
	
	

	   Female
	1106
	61.3
	
	
	

	   Male
	697
	38.7
	
	
	

	Relatednessª
	
	
	
	
	

	   MZ twins
	262
	
	
	
	

	   DZ twins
	260
	
	
	
	

	   Full sib
	798
	
	
	
	

	   Cousins through MZ twins
	269
	
	
	
	

	   Cousins through DZ twins
	516
	
	
	
	

	Longest completed education 
	
	
	
	
	

	   Elementary or vocational college 
	515
	28.6
	
	
	

	   College or university < 4 years
	619
	34.3
	
	
	

	   College or university > 4 years
	666
	36.9
	
	
	

	   Missing
	3
	0.2
	
	
	

	Personal income (NOK)
	
	
	
	
	

	   Low income (< 300 000)
	85
	4.7
	
	
	

	   300 000 – 500 000
	364
	20.2
	
	
	

	   500 000 – 700 000
	745
	41.3
	
	
	

	   700 000 – 1 000 000
	383
	21.2
	
	
	

	   Above 1 000 000
	218
	12.1
	
	
	

	   Missing
	8
	0.4
	
	
	

	Birth Country
	
	
	
	
	

	   Norway
	1720
	95.4
	
	
	

	   Other
	83
	4.6
	
	
	

	Child Age (years)
	1803
	
	7.4
	2.2
	3 - 12

	Child Gender 
	
	
	
	
	

	   Female 
	878
	48.7
	
	
	

	   Male
	924
	51.3
	
	
	

	   Missing
	1
	0.1
	
	
	

	Child Birth Order
	
	
	
	
	

	   First
	616
	34.1
	
	
	

	   Second
	664
	36.8
	
	
	

	   Third
	287
	15.9
	
	
	

	   Fourth
	49
	2.7
	
	
	

	   >Fourth 
	6
	0.3
	
	
	

	   Missing 
	181
	10.0
	
	
	


Note: n = 1803 
ª Subjects may be counted in several subcategories of relatedness, and the total number thus exceeds total n



Table A2 
Best-fitted models using univariate analyses with confidence intervals 
	Variable
	Model
	h², CI
	
	t², CI
	e², CI

	Current Sup. ES
	ATE
	.204
[.07, .36]
	
	.136
[.02, .31]
	.660
[.50, 73]

	Current Non-sup. ES
	AE
	.276
[.16,.35]
	
	
	.724
[.16, .75]

	Rec. Sup. ES
	ATE
	.376
[23, .56]
	
	.146
[.03, .35]
	.479
[.39, 58]

	Rec. Non-sup. ES
	AE
	.533
[.43, .63]
	-
	
	.467
[.39, .55]


Note: A = additive genetic factors, T = specific twin shared environment factor, E = unique environment factor. h² = proportion of variance due to additive genetic factors (heritability);  = proportion due to twin-specific shared environmental factors;  = proportion due to unique environmental factors (including measurement error) ; CI = 95% confidence intervals. 


Table A3 
Results showing path coefficients for all models tested using bivariate Cholesky decomposition for the covariation of recalled and current ES. 

	Variable
	Model
	Subvariable
	A1
	A2
	C1
	C2
	T1
	T2
	E1
	E2

	Sup. ES
	ACTE
	recalled
	.588
	 
	-.106
	 
	.385
	 
	.701
	 

	 
	 
	current
	.150
	.403
	.013
	-.000
	-.074
	.346
	.291
	.729

	 
	ACE
	recalled
	.696
	 
	.000
	 
	 
	 
	.717
	 

	 
	 
	current
	.080
	.515
	.000
	-.000
	 
	 
	.286
	.757

	 
	ATE
	recalled
	.601
	 
	 
	 
	.381
	 
	.699
	 

	 
	 
	current
	.144
	.406
	 
	 
	-.073
	.346
	.291
	.728

	 
	AE
	recalled
	.696
	 
	 
	 
	 
	 
	.717
	 

	 
	 
	current
	.080
	.515
	 
	 
	 
	 
	.286
	.757

	Non-sup. ES
	ACTE
	recalled
	.608
	 
	.313
	 
	.210
	 
	.694
	 

	 
	 
	current
	.356
	.274
	-.137
	.090
	-.096
	-.000
	.176
	.795

	 
	ACE
	recalled
	.655
	 
	.285
	 
	 
	 
	.696
	 

	 
	 
	current
	.296
	.350
	-.135
	.089
	 
	 
	.173
	.796

	 
	ATE
	recalled
	.714
	 
	 
	 
	.145
	 
	.679
	 

	 
	 
	current
	.213
	.444
	 
	 
	-.082
	.000
	.200
	.782

	 
	AE
	recalled
	.727
	 
	 
	 
	 
	 
	.681
	 

	 
	 
	current
	.196
	.458
	 
	 
	 
	 
	.197
	.783


Note: A = additive genetic factors, C = shared environment factor, T = specific twin shared environment factor, E = unique environment factor, models in bold indicate the best-fitting models based on Δχ² and AIC.
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